	N
	%Cov(95)
	Accession
	Name
	Peptides(95%)
	113
	117
	119
	114
	116
	118
	121
	p-value

	422
	5.747000128
	sp|Q9WV80|SNX1_MOUSE
	Sorting nexin-1 OS=Mus musculus GN=Snx1 PE=1 SV=1
	3
	1.6749
	1.6293
	1.7378
	1.1803
	1.0000
	1.0186
	0.8017
	0.0008433

	1374
	5.581000075
	sp|Q56A07|SCN2B_MOUSE
	Sodium channel subunit beta-2 OS=Mus musculus GN=Scn2b PE=1 SV=1
	2
	1.4859
	1.6904
	1.8707
	0.5861
	1.0000
	0.8630
	0.8630
	0.0016354

	1007
	3.226000071
	sp|Q99LI8|HGS_MOUSE
	Hepatocyte growth factor-regulated tyrosine kinase substrate OS=Mus musculus GN=Hgs PE=1 SV=2
	4
	0.9462
	0.9376
	0.9638
	0.9908
	1.0000
	1.0093
	1.0186
	0.0021634

	1063
	13.94000053
	sp|P63325|RS10_MOUSE
	40S ribosomal protein S10 OS=Mus musculus GN=Rps10 PE=1 SV=1
	2
	3.4674
	2.4434
	3.5975
	1.1912
	1.0000
	1.2359
	1.7539
	0.0034502

	1189
	3.305999935
	sp|Q9Z2D6|MECP2_MOUSE
	Methyl-CpG-binding protein 2 OS=Mus musculus GN=Mecp2 PE=1 SV=1
	2
	0.8017
	0.7586
	0.8710
	1.0471
	1.0000
	0.9727
	1.1169
	0.0047439

	984
	15.15000015
	sp|Q9R0P5|DEST_MOUSE
	Destrin OS=Mus musculus GN=Dstn PE=1 SV=3
	3
	1.8365
	2.8576
	2.4434
	0.3221
	1.0000
	1.1912
	0.6427
	0.0052460

	1420
	7.406999916
	sp|Q3UBX0|TM109_MOUSE
	Transmembrane protein 109 OS=Mus musculus GN=Tmem109 PE=1 SV=2
	3
	0.8790
	0.8551
	0.9036
	1.0666
	1.0000
	1.0280
	1.1588
	0.0075627

	1241
	4.981999844
	sp|Q9CYR6|AGM1_MOUSE
	Phosphoacetylglucosamine mutase OS=Mus musculus GN=Pgm3 PE=1 SV=1
	3
	1.0280
	1.0280
	1.0375
	0.9817
	1.0000
	0.9638
	1.0000
	0.0082518

	747
	1.583000086
	sp|Q61595|KTN1_MOUSE
	Kinectin OS=Mus musculus GN=Ktn1 PE=1 SV=1
	3
	0.6855
	0.7379
	0.6310
	0.9120
	1.0000
	0.9817
	1.2134
	0.0083764

	1745
	4.695000127
	sp|Q8VDP6|CDIPT_MOUSE
	CDP-diacylglycerol--inositol 3-phosphatidyltransferase OS=Mus musculus GN=Cdipt PE=1 SV=1
	2
	1.5276
	1.9409
	1.5704
	1.1482
	1.0000
	0.6855
	1.1169
	0.0090000

	732
	21.85000032
	sp|Q60605|MYL6_MOUSE
	Myosin light polypeptide 6 OS=Mus musculus GN=Myl6 PE=1 SV=3
	4
	0.4365
	0.3631
	0.6026
	0.9036
	1.0000
	1.1066
	0.7178
	0.0096689

	1593
	3.046000004
	sp|Q9WV54|ASAH1_MOUSE
	Acid ceramidase OS=Mus musculus GN=Asah1 PE=1 SV=1
	2
	1.5276
	1.2134
	1.4060
	0.6194
	1.0000
	0.8790
	0.9638
	0.0100000

	1069
	8.787000179
	sp|Q9D883|U2AF1_MOUSE
	Splicing factor U2AF 35 kDa subunit OS=Mus musculus GN=U2af1 PE=1 SV=4
	2
	0.5248
	0.2535
	0.4786
	0.7727
	1.0000
	0.7244
	0.6310
	0.0100000

	553
	5.49999997
	sp|Q68EF6|BEGIN_MOUSE
	Brain-enriched guanylate kinase-associated protein OS=Mus musculus GN=Begain PE=1 SV=2
	3
	0.4742
	0.6368
	0.7379
	0.9817
	1.0000
	0.8091
	0.8954
	0.0140747

	1104
	2.456000075
	sp|P27671|RGRF1_MOUSE
	Ras-specific guanine nucleotide-releasing factor 1 OS=Mus musculus GN=Rasgrf1 PE=1 SV=2
	3
	0.7516
	0.8630
	0.8710
	1.0280
	1.0000
	0.9376
	0.9462
	0.0150731

	631
	8.579000086
	sp|P15105|GLNA_MOUSE
	Glutamine synthetase OS=Mus musculus GN=Glul PE=1 SV=6
	4
	1.5849
	1.2134
	1.5417
	1.0093
	1.0000
	0.4875
	0.7727
	0.0160000

	667
	11.99999973
	sp|Q9CXZ1|NDUS4_MOUSE
	NADH dehydrogenase [ubiquinone] iron-sulfur protein 4, mitochondrial OS=Mus musculus GN=Ndufs4 PE=1 SV=3
	2
	0.7178
	0.7244
	0.7943
	1.0375
	1.0000
	1.2706
	0.9376
	0.0160039

	558
	7.096000016
	sp|Q8C8N2|SCAI_MOUSE
	Protein SCAI OS=Mus musculus GN=Scai PE=1 SV=2
	3
	1.6144
	1.3062
	2.0701
	0.6730
	1.0000
	1.0568
	0.4966
	0.0170066

	803
	5.226000026
	sp|P45952|ACADM_MOUSE
	Medium-chain specific acyl-CoA dehydrogenase, mitochondrial OS=Mus musculus GN=Acadm PE=1 SV=1
	3
	1.4322
	1.4322
	1.2706
	1.1588
	1.0000
	0.8241
	0.6730
	0.0172896

	1272
	2.899999917
	sp|Q9ES28|ARHG7_MOUSE
	Rho guanine nucleotide exchange factor 7 OS=Mus musculus GN=Arhgef7 PE=1 SV=2
	2
	0.4920
	0.7656
	0.8166
	1.0093
	1.0000
	1.0093
	0.9462
	0.0176925

	538
	18.17999929
	sp|Q9CYZ2|TPD54_MOUSE
	Tumor protein D54 OS=Mus musculus GN=Tpd52l2 PE=1 SV=1
	3
	0.6855
	0.5152
	0.6607
	0.7379
	1.0000
	1.0471
	0.9204
	0.0208568

	1608
	4.59
	sp|O54724|PTRF_MOUSE
	Polymerase I and transcript release factor OS=Mus musculus GN=Ptrf PE=1 SV=1
	2
	0.6730
	0.4365
	0.9727
	1.2474
	1.0000
	1.2474
	1.1695
	0.0240000

	1030
	7.383999974
	sp|P51855|GSHB_MOUSE
	Glutathione synthetase OS=Mus musculus GN=Gss PE=2 SV=1
	4
	0.6427
	0.7178
	0.3908
	0.7798
	1.0000
	0.7112
	1.0186
	0.0250000

	407
	2.140999958
	sp|P49025|CTRO_MOUSE
	Citron Rho-interacting kinase OS=Mus musculus GN=Cit PE=1 SV=3
	4
	1.4588
	1.8707
	1.4454
	1.1803
	1.0000
	1.1169
	1.3183
	0.0264969

	1616
	1.549999975
	sp|Q569Z5|DDX46_MOUSE
	Probable ATP-dependent RNA helicase DDX46 OS=Mus musculus GN=Ddx46 PE=1 SV=2
	2
	1.2474
	0.9817
	1.3305
	0.3873
	1.0000
	0.6607
	0.5200
	0.0286823

	601
	3.89200002
	sp|Q8C854|MYEF2_MOUSE
	Myelin expression factor 2 OS=Mus musculus GN=Myef2 PE=1 SV=1
	2
	1.4588
	2.1478
	1.6904
	0.9908
	1.0000
	0.8318
	1.4454
	0.0290000

	529
	7.519000024
	sp|O35874|SATT_MOUSE
	Neutral amino acid transporter A OS=Mus musculus GN=Slc1a4 PE=1 SV=1
	3
	1.1588
	1.2706
	1.7219
	0.3981
	1.0000
	0.5916
	0.9120
	0.0301320

	536
	11.59999967
	sp|B1AXV0|FRS1L_MOUSE
	DOMON domain-containing protein FRRS1L OS=Mus musculus GN=Frrs1l PE=1 SV=1
	3
	1.2942
	1.1912
	1.1912
	1.0186
	1.0000
	1.0471
	1.1803
	0.0330000

	1032
	3.840000182
	sp|P31648|SC6A1_MOUSE
	Sodium- and chloride-dependent GABA transporter 1 OS=Mus musculus GN=Slc6a1 PE=1 SV=2
	3
	1.5417
	1.8707
	1.9055
	1.5704
	1.0000
	1.5560
	1.2589
	0.0340000

	799
	11.15999967
	sp|Q8JZL3|THTPA_MOUSE
	Thiamine-triphosphatase OS=Mus musculus GN=Thtpa PE=1 SV=3
	2
	1.1482
	1.1482
	1.0568
	0.5649
	1.0000
	0.6918
	0.8710
	0.0344563

	858
	2.435000055
	sp|Q80VP1|EPN1_MOUSE
	Epsin-1 OS=Mus musculus GN=Epn1 PE=1 SV=3
	2
	1.3552
	1.3932
	1.1695
	1.2023
	1.0000
	0.8551
	0.7798
	0.0380000

	293
	6.723000109
	sp|Q8CHU3|EPN2_MOUSE
	Epsin-2 OS=Mus musculus GN=Epn2 PE=1 SV=1
	4
	0.8166
	0.8318
	0.8630
	1.2359
	1.0000
	1.0186
	0.9462
	0.0383822

	2185
	5.161000043
	sp|Q9D8B7|JAM3_MOUSE
	Junctional adhesion molecule C OS=Mus musculus GN=Jam3 PE=1 SV=2
	2
	0.7656
	0.6607
	0.8017
	0.8710
	1.0000
	0.9462
	0.8166
	0.0386870

	703
	2.673999965
	sp|Q922D8|C1TC_MOUSE
	C-1-tetrahydrofolate synthase, cytoplasmic OS=Mus musculus GN=Mthfd1 PE=1 SV=4
	2
	0.6486
	0.7379
	0.7112
	0.8166
	1.0000
	0.7311
	0.8790
	0.0400000

	1188
	4.328000173
	sp|Q5FWK3|RHG01_MOUSE
	Rho GTPase-activating protein 1 OS=Mus musculus GN=Arhgap1 PE=1 SV=1
	2
	1.2246
	1.3677
	1.2023
	1.0965
	1.0000
	1.0965
	1.1912
	0.0446389

	2209
	0.75
	sp|Q61290|CAC1E_MOUSE
	Voltage-dependent R-type calcium channel subunit alpha-1E OS=Mus musculus GN=Cacna1e PE=1 SV=1
	2
	0.7178
	0.6486
	1.1272
	1.5276
	1.0000
	1.4723
	1.3183
	0.0450000

	1157
	1.630000025
	sp|Q8K010|OPLA_MOUSE
	5-oxoprolinase OS=Mus musculus GN=Oplah PE=2 SV=1
	2
	1.4723
	1.4060
	1.1376
	1.1588
	1.0000
	0.9550
	0.6486
	0.0480000

	630
	4.444000125
	sp|P48320|DCE2_MOUSE
	Glutamate decarboxylase 2 OS=Mus musculus GN=Gad2 PE=2 SV=1
	2
	0.7766
	0.4169
	0.2780
	0.7943
	1.0000
	0.8710
	0.7516
	0.0483874

	1444
	4.964999855
	sp|Q924M7|MPI_MOUSE
	Mannose-6-phosphate isomerase OS=Mus musculus GN=Mpi PE=2 SV=1
	3
	0.5395
	1.0186
	0.4446
	1.2942
	1.0000
	1.3062
	0.9727
	0.0485953

	1024
	3.999999911
	sp|Q8VE62|PAIP1_MOUSE
	Polyadenylate-binding protein-interacting protein 1 OS=Mus musculus GN=Paip1 PE=2 SV=1
	2
	1.0568
	1.0765
	1.0375
	0.9638
	1.0000
	1.0471
	0.9817
	0.0522454

	1059
	7.812999934
	sp|O35682|MYADM_MOUSE
	Myeloid-associated differentiation marker OS=Mus musculus GN=Myadm PE=2 SV=2
	3
	1.9588
	1.7865
	0.9204
	0.8472
	1.0000
	0.0938
	0.6730
	0.0526546

	2190
	1.688000001
	sp|Q6ZQK5|ACAP2_MOUSE
	Arf-GAP with coiled-coil, ANK repeat and PH domain-containing protein 2 OS=Mus musculus GN=Acap2 PE=1 SV=2
	2
	1.0864
	1.0280
	0.9638
	0.8318
	1.0000
	0.7178
	0.7870
	0.0549281

	518
	2.848999947
	sp|Q80TK0|K1107_MOUSE
	Uncharacterized protein KIAA1107 OS=Mus musculus GN=Kiaa1107 PE=2 SV=5
	3
	0.5808
	0.2535
	0.6855
	1.5417
	1.0000
	0.6792
	1.1588
	0.0566668

	1002
	7.219000161
	sp|Q99JX4|EIF3M_MOUSE
	Eukaryotic translation initiation factor 3 subunit M OS=Mus musculus GN=Eif3m PE=2 SV=1
	2
	1.0093
	1.1803
	1.0765
	1.0000
	1.0000
	0.9376
	0.8710
	0.0566722

	867
	11.25999987
	sp|Q9CR29|CCD43_MOUSE
	Coiled-coil domain-containing protein 43 OS=Mus musculus GN=Ccdc43 PE=1 SV=1
	2
	0.2032
	0.1028
	0.4246
	0.5861
	1.0000
	2.3550
	1.4454
	0.0600382

	1248
	2.857000008
	sp|Q99MI1|RB6I2_MOUSE
	ELKS/Rab6-interacting/CAST family member 1 OS=Mus musculus GN=Erc1 PE=1 SV=1
	4
	0.9120
	0.7178
	0.7586
	0.8954
	1.0000
	0.9908
	0.8872
	0.0606311

	1226
	3.102000058
	sp|O70194|EIF3D_MOUSE
	Eukaryotic translation initiation factor 3 subunit D OS=Mus musculus GN=Eif3d PE=1 SV=2
	2
	1.0965
	1.4723
	1.3677
	0.3597
	1.0000
	0.0115
	1.0000
	0.0650760

	1044
	2.054999955
	sp|Q8C052|MAP1S_MOUSE
	Microtubule-associated protein 1S OS=Mus musculus GN=Map1s PE=1 SV=2
	2
	1.1588
	1.3677
	1.7219
	1.0375
	1.0000
	1.0093
	1.2134
	0.0659840

	1450
	1.968000084
	sp|Q8BP47|SYNC_MOUSE
	Asparagine--tRNA ligase, cytoplasmic OS=Mus musculus GN=Nars PE=1 SV=2
	2
	1.0568
	1.1588
	1.2589
	0.9204
	1.0000
	1.0765
	1.0471
	0.0676180

	1503
	14.2900005
	sp|P10639|THIO_MOUSE
	Thioredoxin OS=Mus musculus GN=Txn PE=1 SV=3
	2
	0.4742
	0.4875
	0.8472
	0.7244
	1.0000
	1.1272
	0.8954
	0.0676287

	547
	6.005999818
	sp|Q921G7|ETFD_MOUSE
	Electron transfer flavoprotein-ubiquinone oxidoreductase, mitochondrial OS=Mus musculus GN=Etfdh PE=1 SV=1
	4
	0.9550
	0.9036
	0.9204
	0.9462
	1.0000
	0.9817
	0.9550
	0.0699236

	429
	5.367000028
	sp|Q64516|GLPK_MOUSE
	Glycerol kinase OS=Mus musculus GN=Gk PE=2 SV=2
	3
	0.9638
	1.2474
	1.3932
	1.0093
	1.0000
	0.7244
	0.8630
	0.0707130

	1172
	1.429000031
	sp|P11627|L1CAM_MOUSE
	Neural cell adhesion molecule L1 OS=Mus musculus GN=L1cam PE=1 SV=1
	2
	0.8954
	0.8954
	0.9908
	1.0093
	1.0000
	1.0280
	1.1803
	0.0751449

	362
	3.575000167
	sp|Q91V92|ACLY_MOUSE
	ATP-citrate synthase OS=Mus musculus GN=Acly PE=1 SV=1
	4
	0.5861
	0.9638
	0.4406
	0.9290
	1.0000
	1.0375
	0.8954
	0.0770891

	837
	4.769999906
	sp|Q91YQ5|RPN1_MOUSE
	Dolichyl-diphosphooligosaccharide--protein glycosyltransferase subunit 1 OS=Mus musculus GN=Rpn1 PE=2 SV=1
	3
	1.0186
	1.1376
	1.1588
	0.9638
	1.0000
	0.7244
	0.9817
	0.0782494

	662
	10.75000018
	sp|Q9Z1N5|DX39B_MOUSE
	Spliceosome RNA helicase Ddx39b OS=Mus musculus GN=Ddx39b PE=1 SV=1
	4
	1.0375
	1.1482
	0.9638
	0.8630
	1.0000
	0.5598
	0.7112
	0.0791417

	475
	4.374999925
	sp|Q8BH04|PCKGM_MOUSE
	Phosphoenolpyruvate carboxykinase [GTP], mitochondrial OS=Mus musculus GN=Pck2 PE=2 SV=1
	3
	1.4060
	1.8365
	1.1066
	1.0093
	1.0000
	0.5105
	1.1588
	0.0814405

	650
	2.473999932
	sp|Q5SQX6|CYFP2_MOUSE
	Cytoplasmic FMR1-interacting protein 2 OS=Mus musculus GN=Cyfip2 PE=1 SV=2
	3
	1.7701
	1.5996
	1.2706
	1.4859
	1.0000
	0.9204
	1.1169
	0.0827555

	567
	3.37800011
	sp|Q3V3R1|C1TM_MOUSE
	Monofunctional C1-tetrahydrofolate synthase, mitochondrial OS=Mus musculus GN=Mthfd1l PE=1 SV=2
	4
	1.4454
	2.1478
	2.0701
	1.8365
	1.0000
	1.0666
	0.7112
	0.0831246

	347
	14.21999931
	sp|P46638|RB11B_MOUSE
	Ras-related protein Rab-11B OS=Mus musculus GN=Rab11b PE=1 SV=3
	4
	1.0765
	1.3062
	1.1912
	1.0965
	1.0000
	0.5248
	0.5546
	0.0832122

	918
	3.956000134
	sp|P62812|GBRA1_MOUSE
	Gamma-aminobutyric acid receptor subunit alpha-1 OS=Mus musculus GN=Gabra1 PE=1 SV=1
	2
	3.0479
	3.4674
	2.1677
	2.5119
	1.0000
	1.2823
	2.2491
	0.0894164

	902
	4.605000094
	sp|Q8BXZ1|TMX3_MOUSE
	Protein disulfide-isomerase TMX3 OS=Mus musculus GN=Tmx3 PE=1 SV=2
	2
	1.0375
	1.0000
	1.0280
	1.0000
	1.0000
	0.9462
	0.9120
	0.0896027

	1000
	2.986999974
	sp|Q8R050|ERF3A_MOUSE
	Eukaryotic peptide chain release factor GTP-binding subunit ERF3A OS=Mus musculus GN=Gspt1 PE=1 SV=2
	2
	1.3062
	1.2023
	1.0666
	1.1588
	1.0000
	0.9204
	0.8017
	0.0908487

	1177
	6.102000177
	sp|P14206|RSSA_MOUSE
	40S ribosomal protein SA OS=Mus musculus GN=Rpsa PE=1 SV=4
	3
	0.1528
	0.1393
	0.0111
	0.2399
	1.0000
	1.0375
	0.2831
	0.0944962

	1390
	2.061999962
	sp|Q05512|MARK2_MOUSE
	Serine/threonine-protein kinase MARK2 OS=Mus musculus GN=Mark2 PE=1 SV=3
	2
	0.8954
	1.6749
	1.4859
	1.0280
	1.0000
	0.9120
	0.7727
	0.0969386

	707
	2.587999962
	sp|Q9WVQ1|MAGI2_MOUSE
	Membrane-associated guanylate kinase, WW and PDZ domain-containing protein 2 OS=Mus musculus GN=Magi2 PE=1 SV=2
	4
	0.8872
	0.9727
	0.9462
	1.2942
	1.0000
	1.3932
	1.0186
	0.0979072

	1597
	4.402999952
	sp|Q9D7G0|PRPS1_MOUSE
	Ribose-phosphate pyrophosphokinase 1 OS=Mus musculus GN=Prps1 PE=1 SV=4
	2
	0.9204
	1.4997
	1.1272
	0.7047
	1.0000
	0.7447
	0.9376
	0.0982495

	721
	1.563999988
	sp|Q9EPK7|XPO7_MOUSE
	Exportin-7 OS=Mus musculus GN=Xpo7 PE=2 SV=3
	2
	0.9550
	1.0765
	1.0471
	0.9550
	1.0000
	0.9290
	0.9204
	0.0996435

	944
	5.189999938
	sp|Q9D819|IPYR_MOUSE
	Inorganic pyrophosphatase OS=Mus musculus GN=Ppa1 PE=1 SV=1
	2
	0.8166
	0.8091
	0.9462
	0.9550
	1.0000
	0.8790
	1.0000
	0.1002737

	950
	7.738000154
	sp|Q99N96|RM01_MOUSE
	39S ribosomal protein L1, mitochondrial OS=Mus musculus GN=Mrpl1 PE=1 SV=2
	2
	3.5975
	2.8054
	2.1878
	1.6444
	1.0000
	1.9953
	2.6062
	0.1007538

	1582
	6.291999668
	sp|P56546|CTBP2_MOUSE
	C-terminal-binding protein 2 OS=Mus musculus GN=Ctbp2 PE=1 SV=2
	3
	1.2134
	1.0280
	1.1588
	0.8710
	1.0000
	0.8241
	1.1169
	0.1034385

	1553
	3.110999987
	sp|Q9JJK2|LANC2_MOUSE
	LanC-like protein 2 OS=Mus musculus GN=Lancl2 PE=1 SV=1
	2
	3.8726
	2.6546
	4.5709
	3.8371
	1.0000
	1.5136
	1.3428
	0.1046694

	2369
	1.840999909
	sp|Q80W04|TMCC2_MOUSE
	Transmembrane and coiled-coil domains protein 2 OS=Mus musculus GN=Tmcc2 PE=1 SV=1
	2
	0.6546
	0.9204
	0.9638
	1.0765
	1.0000
	1.0965
	0.9376
	0.1048814

	1377
	1.953000017
	sp|Q9JLV5|CUL3_MOUSE
	Cullin-3 OS=Mus musculus GN=Cul3 PE=1 SV=1
	2
	0.8954
	1.6749
	2.1281
	0.7112
	1.0000
	1.1588
	0.8710
	0.1069807

	943
	4.856999964
	sp|Q9QYR9|ACOT2_MOUSE
	Acyl-coenzyme A thioesterase 2, mitochondrial OS=Mus musculus GN=Acot2 PE=1 SV=2
	2
	1.0864
	1.3677
	1.3183
	0.8017
	1.0000
	1.0000
	1.2359
	0.1096916

	1040
	4.422999918
	sp|Q9D0K2|SCOT1_MOUSE
	Succinyl-CoA:3-ketoacid coenzyme A transferase 1, mitochondrial OS=Mus musculus GN=Oxct1 PE=1 SV=1
	2
	1.1482
	1.1272
	1.3183
	0.6252
	1.0000
	1.1912
	0.7178
	0.1097217

	596
	1.721999981
	sp|A2AGT5|CKAP5_MOUSE
	Cytoskeleton-associated protein 5 OS=Mus musculus GN=Ckap5 PE=2 SV=1
	4
	1.9588
	2.2909
	1.9953
	2.0701
	1.0000
	1.4060
	1.6749
	0.1103605

	802
	2.142000012
	sp|P46935|NEDD4_MOUSE
	E3 ubiquitin-protein ligase NEDD4 OS=Mus musculus GN=Nedd4 PE=1 SV=3
	3
	3.0761
	2.7040
	2.9376
	2.5586
	1.0000
	0.6855
	2.6546
	0.1125729

	765
	7.062000036
	sp|B2RSH2|GNAI1_MOUSE
	Guanine nucleotide-binding protein G(i) subunit alpha-1 OS=Mus musculus GN=Gnai1 PE=2 SV=1
	4
	0.9550
	0.9817
	1.1588
	0.8790
	1.0000
	0.6607
	0.5105
	0.1127407

	846
	2.229999937
	sp|Q8K298|ANLN_MOUSE
	Actin-binding protein anillin OS=Mus musculus GN=Anln PE=1 SV=2
	2
	0.1675
	0.2032
	0.7656
	0.8017
	1.0000
	0.5495
	0.6792
	0.1135667

	774
	6.599000096
	sp|Q62433|NDRG1_MOUSE
	Protein NDRG1 OS=Mus musculus GN=Ndrg1 PE=1 SV=1
	3
	0.6138
	0.8091
	0.4529
	0.7516
	1.0000
	0.7244
	0.9120
	0.1141916

	551
	2.872999944
	sp|Q6ZPJ3|UBE2O_MOUSE
	Ubiquitin-conjugating enzyme E2 O OS=Mus musculus GN=Ube2o PE=1 SV=3
	4
	0.9204
	0.9120
	0.8091
	1.1695
	1.0000
	0.9120
	0.9817
	0.1159602

	782
	31.45000041
	sp|Q9DAK9|PHP14_MOUSE
	14 kDa phosphohistidine phosphatase OS=Mus musculus GN=Phpt1 PE=1 SV=1
	3
	0.5861
	0.3597
	0.3162
	0.6427
	1.0000
	0.5297
	0.5916
	0.1177260

	1998
	8.790999651
	sp|Q9DCU2|PLLP_MOUSE
	Plasmolipin OS=Mus musculus GN=Pllp PE=2 SV=1
	2
	0.1107
	0.5152
	0.4966
	0.6081
	1.0000
	0.5808
	0.5598
	0.1179049

	1071
	3.672999889
	sp|Q69Z98|BRSK2_MOUSE
	Serine/threonine-protein kinase BRSK2 OS=Mus musculus GN=Brsk2 PE=1 SV=2
	4
	1.1588
	1.0280
	0.7311
	0.4325
	1.0000
	0.4018
	0.5916
	0.1180379

	479
	3.407999873
	sp|Q9EPW0|INP4A_MOUSE
	Type I inositol 3,4-bisphosphate 4-phosphatase OS=Mus musculus GN=Inpp4a PE=2 SV=1
	4
	1.0765
	1.1482
	1.2706
	0.7112
	1.0000
	0.6252
	1.1588
	0.1181134

	658
	7.639999688
	sp|Q61598|GDIB_MOUSE
	Rab GDP dissociation inhibitor beta OS=Mus musculus GN=Gdi2 PE=1 SV=1
	4
	1.4322
	2.0324
	1.9588
	1.4322
	1.0000
	1.7539
	0.7798
	0.1201463

	1199
	3.773999959
	sp|Q8C729|F126B_MOUSE
	Protein FAM126B OS=Mus musculus GN=Fam126b PE=1 SV=1
	2
	0.5395
	1.0965
	0.2729
	1.1272
	1.0000
	0.9204
	1.0666
	0.1203019

	438
	4.18599993
	sp|Q62417|SRBS1_MOUSE
	Sorbin and SH3 domain-containing protein 1 OS=Mus musculus GN=Sorbs1 PE=1 SV=2
	4
	0.6310
	0.4786
	1.4723
	1.7701
	1.0000
	1.4060
	1.8197
	0.1215789

	1079
	17.73000062
	sp|Q0VBF8|CA095_MOUSE
	Uncharacterized membrane protein C1orf95 homolog OS=Mus musculus PE=2 SV=1
	2
	1.2359
	1.2359
	0.9550
	0.7656
	1.0000
	0.8954
	1.0765
	0.1219718

	1443
	5.882000178
	sp|P62071|RRAS2_MOUSE
	Ras-related protein R-Ras2 OS=Mus musculus GN=Rras2 PE=1 SV=1
	2
	1.3305
	1.3677
	2.0512
	1.2942
	1.0000
	0.8954
	1.3804
	0.1247662

	1254
	4.091000184
	sp|Q63912|OMGP_MOUSE
	Oligodendrocyte-myelin glycoprotein OS=Mus musculus GN=Omg PE=1 SV=1
	3
	1.2589
	0.8551
	1.0000
	1.5996
	1.0000
	1.6144
	1.3804
	0.1254621

	1585
	7.119999826
	sp|P63330|PP2AA_MOUSE
	Serine/threonine-protein phosphatase 2A catalytic subunit alpha isoform OS=Mus musculus GN=Ppp2ca PE=1 SV=1
	3
	1.1912
	1.9588
	1.8365
	0.9036
	1.0000
	1.4454
	1.4060
	0.1258707

	1603
	6.848999858
	sp|P49615|CDK5_MOUSE
	Cyclin-dependent kinase 5 OS=Mus musculus GN=Cdk5 PE=1 SV=1
	2
	0.9204
	0.9638
	1.1169
	0.5248
	1.0000
	0.5445
	0.8551
	0.1273643

	1209
	1.765999943
	sp|Q9JHR7|IDE_MOUSE
	Insulin-degrading enzyme OS=Mus musculus GN=Ide PE=1 SV=1
	2
	0.9817
	0.9462
	0.8017
	0.3499
	1.0000
	0.5200
	0.5152
	0.1282769

	327
	4.966999963
	sp|Q62448|IF4G2_MOUSE
	Eukaryotic translation initiation factor 4 gamma 2 OS=Mus musculus GN=Eif4g2 PE=1 SV=2
	4
	1.2134
	4.2073
	3.5645
	1.7701
	1.0000
	1.5996
	1.8365
	0.1287328

	1146
	7.859999686
	sp|O35963|RB33B_MOUSE
	Ras-related protein Rab-33B OS=Mus musculus GN=Rab33b PE=1 SV=1
	2
	0.7798
	0.8551
	0.9550
	1.0186
	1.0000
	1.0186
	0.8630
	0.1288988

	550
	2.305000089
	sp|P28660|NCKP1_MOUSE
	Nck-associated protein 1 OS=Mus musculus GN=Nckap1 PE=1 SV=2
	4
	1.4997
	1.9409
	1.7865
	1.0093
	1.0000
	1.8030
	1.3552
	0.1299674

	757
	23.08000028
	sp|Q62048|PEA15_MOUSE
	Astrocytic phosphoprotein PEA-15 OS=Mus musculus GN=Pea15 PE=1 SV=1
	4
	0.6194
	0.5200
	0.5808
	0.9462
	1.0000
	0.4656
	1.0666
	0.1303280

	836
	12.80999929
	sp|Q4VAA2|CDV3_MOUSE
	Protein CDV3 OS=Mus musculus GN=Cdv3 PE=1 SV=2
	3
	1.0375
	0.9290
	1.2134
	0.8790
	1.0000
	0.8472
	0.9376
	0.1316394

	519
	3.742999956
	sp|Q3U0V1|FUBP2_MOUSE
	Far upstream element-binding protein 2 OS=Mus musculus GN=Khsrp PE=1 SV=2
	3
	1.0280
	0.6081
	1.0375
	1.2589
	1.0000
	1.1066
	1.1588
	0.1347081

	969
	12.4499999
	sp|Q9D1F4|AKTS1_MOUSE
	Proline-rich AKT1 substrate 1 OS=Mus musculus GN=Akt1s1 PE=1 SV=1
	2
	0.7870
	0.9036
	0.9120
	1.9055
	1.0000
	2.8840
	1.2359
	0.1358837

	1053
	13.07000071
	sp|Q3SXD3|HDDC2_MOUSE
	HD domain-containing protein 2 OS=Mus musculus GN=Hddc2 PE=2 SV=1
	3
	0.7656
	0.6081
	1.0965
	1.0375
	1.0000
	1.1482
	1.0093
	0.1361390

	709
	2.562999912
	sp|Q64487|PTPRD_MOUSE
	Receptor-type tyrosine-protein phosphatase delta OS=Mus musculus GN=Ptprd PE=1 SV=3
	4
	0.5297
	0.3873
	1.0864
	0.7656
	1.0000
	1.7061
	1.3183
	0.1377924

	1944
	2.019000053
	sp|Q61330|CNTN2_MOUSE
	Contactin-2 OS=Mus musculus GN=Cntn2 PE=2 SV=2
	2
	1.0471
	1.0471
	0.9290
	1.1272
	1.0000
	1.2246
	1.1272
	0.1388968

	433
	8.332999796
	sp|Q99N28|CADM3_MOUSE
	Cell adhesion molecule 3 OS=Mus musculus GN=Cadm3 PE=1 SV=1
	4
	0.6546
	1.5276
	1.4588
	0.3281
	1.0000
	0.9120
	0.4920
	0.1402054

	824
	11.77999973
	sp|Q99L45|IF2B_MOUSE
	Eukaryotic translation initiation factor 2 subunit 2 OS=Mus musculus GN=Eif2s2 PE=1 SV=1
	2
	1.1588
	0.9908
	0.9908
	0.9120
	1.0000
	0.7244
	0.9550
	0.1422492

	395
	8.98900032
	sp|Q99JP6|HOME3_MOUSE
	Homer protein homolog 3 OS=Mus musculus GN=Homer3 PE=1 SV=2
	3
	0.4093
	0.8872
	0.6368
	0.9817
	1.0000
	0.9817
	0.6607
	0.1431320

	1095
	4.755000025
	sp|Q9DBR3|ARMC8_MOUSE
	Armadillo repeat-containing protein 8 OS=Mus musculus GN=Armc8 PE=1 SV=2
	3
	1.0666
	0.3981
	0.2938
	1.3804
	1.0000
	1.5849
	0.6194
	0.1441234

	705
	4.371000081
	sp|P06801|MAOX_MOUSE
	NADP-dependent malic enzyme OS=Mus musculus GN=Me1 PE=1 SV=2
	3
	0.8017
	1.2474
	1.0666
	0.7112
	1.0000
	0.7798
	0.3467
	0.1499801

	1237
	5.112000182
	sp|Q8VE97|SRSF4_MOUSE
	Serine/arginine-rich splicing factor 4 OS=Mus musculus GN=Srsf4 PE=2 SV=1
	2
	0.9908
	1.0000
	1.0186
	1.0280
	1.0000
	1.1066
	1.1272
	0.1509431

	1233
	1.496000029
	sp|Q6PAJ1|BCR_MOUSE
	Breakpoint cluster region protein OS=Mus musculus GN=Bcr PE=1 SV=3
	2
	0.1294
	0.6138
	0.5916
	0.5546
	1.0000
	1.3183
	0.6026
	0.1515081

	459
	7.765000314
	sp|Q9DCL9|PUR6_MOUSE
	Multifunctional protein ADE2 OS=Mus musculus GN=Paics PE=1 SV=4
	3
	0.8472
	0.7943
	0.8166
	1.4723
	1.0000
	0.9120
	0.9462
	0.1516705

	1036
	1.576999947
	sp|Q569Z6|TR150_MOUSE
	Thyroid hormone receptor-associated protein 3 OS=Mus musculus GN=Thrap3 PE=1 SV=1
	2
	0.5916
	0.3873
	1.0280
	0.8551
	1.0000
	1.1803
	0.8630
	0.1539514

	352
	28.79999876
	sp|P62900|RL31_MOUSE
	60S ribosomal protein L31 OS=Mus musculus GN=Rpl31 PE=2 SV=1
	4
	0.6194
	1.3183
	0.9908
	0.3342
	1.0000
	0.4406
	0.5105
	0.1562900

	691
	7.297000289
	sp|Q8CG72|ARHL2_MOUSE
	Poly(ADP-ribose) glycohydrolase ARH3 OS=Mus musculus GN=Adprhl2 PE=1 SV=1
	3
	1.5560
	1.8030
	1.4859
	0.8954
	1.0000
	1.8197
	0.4966
	0.1574502

	958
	3.220999986
	sp|D3YVF0|AKAP5_MOUSE
	A-kinase anchor protein 5 OS=Mus musculus GN=Akap5 PE=3 SV=2
	2
	1.1803
	0.5346
	0.8017
	1.1588
	1.0000
	3.4674
	2.3988
	0.1574599

	417
	4.399000108
	sp|Q925I1|ATAD3_MOUSE
	ATPase family AAA domain-containing protein 3 OS=Mus musculus GN=Atad3 PE=1 SV=1
	4
	0.9727
	1.0375
	0.9727
	0.9462
	1.0000
	0.9204
	0.8790
	0.1586703

	917
	5.053000152
	sp|Q9WVJ2|PSD13_MOUSE
	26S proteasome non-ATPase regulatory subunit 13 OS=Mus musculus GN=Psmd13 PE=1 SV=1
	2
	0.8395
	1.3804
	0.9550
	0.6792
	1.0000
	0.7727
	0.2333
	0.1602275

	1293
	7.372999936
	sp|P53026|RL10A_MOUSE
	60S ribosomal protein L10a OS=Mus musculus GN=Rpl10a PE=1 SV=3
	2
	0.7943
	1.2134
	0.8954
	0.7047
	1.0000
	0.3499
	0.5445
	0.1620476

	939
	3.629000112
	sp|Q8CBE3|WDR37_MOUSE
	WD repeat-containing protein 37 OS=Mus musculus GN=Wdr37 PE=2 SV=1
	2
	1.2474
	1.1272
	1.8880
	0.4207
	1.0000
	1.4060
	0.8166
	0.1635476

	1231
	4.639000073
	sp|Q8R464|CADM4_MOUSE
	Cell adhesion molecule 4 OS=Mus musculus GN=Cadm4 PE=1 SV=1
	2
	1.1376
	0.6546
	1.7701
	0.7244
	1.0000
	0.6486
	0.2014
	0.1641799

	1106
	5.999999866
	sp|Q9Z1Z2|STRAP_MOUSE
	Serine-threonine kinase receptor-associated protein OS=Mus musculus GN=Strap PE=1 SV=2
	2
	0.9290
	1.0375
	1.3428
	0.6138
	1.0000
	0.9550
	0.8954
	0.1651026

	670
	4.419000074
	sp|P51174|ACADL_MOUSE
	Long-chain specific acyl-CoA dehydrogenase, mitochondrial OS=Mus musculus GN=Acadl PE=2 SV=2
	2
	0.8630
	1.4191
	1.4060
	1.1912
	1.0000
	0.6982
	0.5445
	0.1689419

	676
	3.012000024
	sp|Q8K2B3|DHSA_MOUSE
	Succinate dehydrogenase [ubiquinone] flavoprotein subunit, mitochondrial OS=Mus musculus GN=Sdha PE=1 SV=1
	3
	0.9550
	1.0280
	0.9036
	0.6855
	1.0000
	0.8630
	0.6310
	0.1696992

	1192
	1.58699993
	sp|Q3UQ44|IQGA2_MOUSE
	Ras GTPase-activating-like protein IQGAP2 OS=Mus musculus GN=Iqgap2 PE=1 SV=2
	4
	0.7798
	0.8017
	0.6546
	1.0666
	1.0000
	0.9204
	0.6792
	0.1710403

	1051
	1.803000085
	sp|Q8CCB4|VPS53_MOUSE
	Vacuolar protein sorting-associated protein 53 homolog OS=Mus musculus GN=Vps53 PE=2 SV=1
	2
	1.0093
	1.0280
	0.8318
	1.0093
	1.0000
	1.1912
	1.0965
	0.1736325

	515
	5.116999894
	sp|D3YZP9|CCDC6_MOUSE
	Coiled-coil domain-containing protein 6 OS=Mus musculus GN=Ccdc6 PE=3 SV=1
	3
	0.7379
	0.7178
	0.9817
	1.2942
	1.0000
	0.8241
	1.8197
	0.1752520

	1102
	11.81000024
	sp|Q91WE2|F192A_MOUSE
	Protein FAM192A OS=Mus musculus GN=Fam192a PE=2 SV=1
	3
	1.1695
	0.7447
	0.7311
	1.1376
	1.0000
	1.0186
	1.2134
	0.1779983

	2145
	4.427000135
	sp|Q8VHL0|UT1_MOUSE
	Urea transporter 1 OS=Mus musculus GN=Slc14a1 PE=1 SV=2
	2
	0.5346
	0.7178
	0.9817
	1.1482
	1.0000
	1.2589
	0.6982
	0.1788650

	768
	1.902000047
	sp|P70232|CHL1_MOUSE
	Neural cell adhesion molecule L1-like protein OS=Mus musculus GN=Chl1 PE=1 SV=2
	2
	0.6427
	0.5702
	0.6730
	1.4191
	1.0000
	0.5702
	0.8395
	0.1814756

	743
	2.287999913
	sp|Q7TQH0|ATX2L_MOUSE
	Ataxin-2-like protein OS=Mus musculus GN=Atxn2l PE=1 SV=1
	4
	0.5200
	0.3945
	0.8017
	0.9290
	1.0000
	0.5808
	0.7178
	0.1832009

	539
	24.78999943
	sp|P60840|ENSA_MOUSE
	Alpha-endosulfine OS=Mus musculus GN=Ensa PE=1 SV=1
	4
	0.7112
	0.5058
	1.1588
	0.8551
	1.0000
	1.4191
	1.2359
	0.1856102

	733
	14.53000009
	sp|O55100|SNG1_MOUSE
	Synaptogyrin-1 OS=Mus musculus GN=Syngr1 PE=1 SV=2
	4
	0.7178
	0.9290
	0.8954
	0.3251
	1.0000
	0.5495
	0.1368
	0.1891278

	284
	14.56999928
	sp|P57746|VATD_MOUSE
	V-type proton ATPase subunit D OS=Mus musculus GN=Atp6v1d PE=1 SV=1
	4
	0.6252
	0.7447
	1.2023
	0.2377
	1.0000
	0.3981
	0.1770
	0.1902675

	957
	5.987999961
	sp|O35864|CSN5_MOUSE
	COP9 signalosome complex subunit 5 OS=Mus musculus GN=Cops5 PE=1 SV=3
	2
	0.6546
	0.7112
	0.5754
	1.2589
	1.0000
	0.6252
	0.7379
	0.1905396

	900
	4.273999855
	sp|Q8BNU0|ARMC6_MOUSE
	Armadillo repeat-containing protein 6 OS=Mus musculus GN=Armc6 PE=2 SV=1
	3
	0.5861
	1.5996
	1.1482
	0.5649
	1.0000
	0.5346
	0.6792
	0.1911499


	783
	4.61499989
	sp|P70663|SPRL1_MOUSE
	SPARC-like protein 1 OS=Mus musculus GN=Sparcl1 PE=1 SV=3
	2
	1.8030
	0.7047
	1.1912
	0.8166
	1.0000
	0.5395
	0.8318
	0.1914788

	619
	4.272000119
	sp|Q00612|G6PD1_MOUSE
	Glucose-6-phosphate 1-dehydrogenase X OS=Mus musculus GN=G6pdx PE=1 SV=3
	3
	1.2706
	0.6310
	0.8241
	1.3062
	1.0000
	1.5849
	1.0765
	0.1937459

	684
	7.817000151
	sp|Q99L47|F10A1_MOUSE
	Hsc70-interacting protein OS=Mus musculus GN=St13 PE=2 SV=1
	4
	1.4588
	1.4060
	1.1272
	1.0666
	1.0000
	1.2706
	1.2706
	0.1943634

	784
	3.263999894
	sp|P28867|KPCD_MOUSE
	Protein kinase C delta type OS=Mus musculus GN=Prkcd PE=1 SV=3
	3
	1.2246
	0.4656
	0.8630
	1.2706
	1.0000
	1.0186
	1.4723
	0.1944807

	1229
	4.577999935
	sp|Q9DBE8|ALG2_MOUSE
	Alpha-1,3/1,6-mannosyltransferase ALG2 OS=Mus musculus GN=Alg2 PE=2 SV=2
	3
	0.4571
	0.8395
	0.8318
	0.7727
	1.0000
	0.9290
	0.8551
	0.1955322

	754
	16.11000001
	sp|P54227|STMN1_MOUSE
	Stathmin OS=Mus musculus GN=Stmn1 PE=1 SV=2
	3
	0.4246
	0.1837
	0.5970
	0.4786
	1.0000
	0.6081
	0.5395
	0.1973266

	656
	2.287999913
	sp|Q80TJ1|CAPS1_MOUSE
	Calcium-dependent secretion activator 1 OS=Mus musculus GN=Cadps PE=1 SV=3
	3
	0.8872
	0.9908
	0.8395
	0.5598
	1.0000
	0.4130
	0.7379
	0.1987258

	948
	3.830999881
	sp|P70205|PACR_MOUSE
	Pituitary adenylate cyclase-activating polypeptide type I receptor OS=Mus musculus GN=Adcyap1r1 PE=2 SV=1
	2
	0.9204
	1.5560
	1.0965
	0.7379
	1.0000
	0.5861
	1.1482
	0.1987470

	949
	9.474000335
	sp|Q9CX80|CYGB_MOUSE
	Cytoglobin OS=Mus musculus GN=Cygb PE=2 SV=1
	2
	0.9120
	1.0093
	0.9036
	0.7379
	1.0000
	0.8318
	0.6730
	0.1998114

	1088
	9.836000204
	sp|Q99N89|RM43_MOUSE
	39S ribosomal protein L43, mitochondrial OS=Mus musculus GN=Mrpl43 PE=2 SV=1
	2
	1.5417
	1.2023
	1.0000
	0.9376
	1.0000
	1.2474
	0.7178
	0.2002909

	834
	5.488999933
	sp|O55137|ACOT1_MOUSE
	Acyl-coenzyme A thioesterase 1 OS=Mus musculus GN=Acot1 PE=1 SV=1
	2
	0.8166
	0.7586
	0.6368
	1.4723
	1.0000
	0.9462
	0.6918
	0.2018011

	972
	16.85000062
	sp|P14069|S10A6_MOUSE
	Protein S100-A6 OS=Mus musculus GN=S100a6 PE=1 SV=3
	2
	0.4920
	0.5105
	0.4246
	0.6855
	1.0000
	0.3631
	0.7798
	0.2029711

	637
	10.57000011
	sp|Q9CRB9|CHCH3_MOUSE
	Coiled-coil-helix-coiled-coil-helix domain-containing protein 3, mitochondrial OS=Mus musculus GN=Chchd3 PE=1 SV=1
	3
	0.8630
	0.8017
	0.9817
	1.0568
	1.0000
	2.1677
	1.2134
	0.2032647

	2253
	1.889999956
	sp|Q8BX57|PXK_MOUSE
	PX domain-containing protein kinase-like protein OS=Mus musculus GN=Pxk PE=1 SV=2
	2
	0.7379
	0.8166
	0.9376
	1.4191
	1.0000
	0.9817
	0.8318
	0.2067755

	615
	5.115000159
	sp|P28656|NP1L1_MOUSE
	Nucleosome assembly protein 1-like 1 OS=Mus musculus GN=Nap1l1 PE=1 SV=2
	4
	0.3733
	0.6668
	0.9638
	0.6081
	1.0000
	1.0965
	1.1376
	0.2072712

	861
	13.72999996
	sp|O89086|RBM3_MOUSE
	Putative RNA-binding protein 3 OS=Mus musculus GN=Rbm3 PE=1 SV=1
	2
	0.5970
	0.4920
	1.0568
	1.4997
	1.0000
	0.7311
	1.0093
	0.2081948

	565
	8.207000047
	sp|Q9WTM5|RUVB2_MOUSE
	RuvB-like 2 OS=Mus musculus GN=Ruvbl2 PE=2 SV=3
	4
	1.5704
	1.5136
	0.8241
	1.0280
	1.0000
	0.7870
	1.1376
	0.2097665

	621
	12.06
	sp|Q5PR73|DIRA2_MOUSE
	GTP-binding protein Di-Ras2 OS=Mus musculus GN=Diras2 PE=2 SV=1
	2
	1.1482
	1.7539
	1.0280
	1.0666
	1.0000
	1.1066
	0.9638
	0.2099253

	928
	3.888000175
	sp|Q91VE0|S27A4_MOUSE
	Long-chain fatty acid transport protein 4 OS=Mus musculus GN=Slc27a4 PE=1 SV=1
	2
	3.3419
	1.6904
	1.9055
	2.2699
	1.0000
	1.4997
	1.4191
	0.2118528

	556
	5.95600009
	sp|Q9QZM0|UBQL2_MOUSE
	Ubiquilin-2 OS=Mus musculus GN=Ubqln2 PE=1 SV=2
	3
	0.9638
	1.1066
	0.9727
	0.8954
	1.0000
	0.9817
	0.7943
	0.2137305

	1033
	9.696999937
	sp|O70493|SNX12_MOUSE
	Sorting nexin-12 OS=Mus musculus GN=Snx12 PE=2 SV=1
	2
	0.9550
	0.9550
	0.7244
	1.0093
	1.0000
	0.9727
	0.9204
	0.2140128

	2124
	2.624999918
	RRRRRsp|O88995|IKBL1_MOUSE
	REVERSED NF-kappa-B inhibitor-like protein 1 OS=Mus musculus GN=Nfkbil1 PE=2 SV=1
	2
	1.2589
	0.9638
	0.6792
	0.7047
	1.0000
	0.6081
	0.4093
	0.2147782

	816
	4.131000116
	sp|Q505F5|LRC47_MOUSE
	Leucine-rich repeat-containing protein 47 OS=Mus musculus GN=Lrrc47 PE=1 SV=1
	2
	0.9550
	0.6252
	0.9036
	1.0965
	1.0000
	0.7943
	1.1066
	0.2164851

	516
	4.867000133
	sp|Q3UHK1|MYCT_MOUSE
	Proton myo-inositol cotransporter OS=Mus musculus GN=Slc2a13 PE=2 SV=2
	3
	1.3062
	1.2246
	1.1169
	0.8395
	1.0000
	1.3183
	0.9817
	0.2166231

	574
	5.152999982
	sp|Q6P5F7|TTYH3_MOUSE
	Protein tweety homolog 3 OS=Mus musculus GN=Ttyh3 PE=1 SV=1
	3
	0.4169
	1.0568
	0.6668
	1.2246
	1.0000
	0.7047
	1.0666
	0.2169131

	806
	4.021000117
	sp|P83093|STIM2_MOUSE
	Stromal interaction molecule 2 OS=Mus musculus GN=Stim2 PE=1 SV=2
	2
	0.5861
	0.5200
	0.4613
	0.2780
	1.0000
	1.2589
	0.9638
	0.2171824

	521
	10.41999981
	sp|Q8BX10|PGAM5_MOUSE
	Serine/threonine-protein phosphatase PGAM5, mitochondrial OS=Mus musculus GN=Pgam5 PE=2 SV=1
	3
	1.0568
	1.0666
	1.0864
	1.0568
	1.0000
	1.0280
	1.0765
	0.2190457

	933
	3.040000051
	sp|Q8JZN5|ACAD9_MOUSE
	Acyl-CoA dehydrogenase family member 9, mitochondrial OS=Mus musculus GN=Acad9 PE=2 SV=2
	2
	1.1482
	1.4191
	1.1912
	1.3932
	1.0000
	0.8395
	0.5598
	0.2202507

	1010
	5.181000009
	sp|P24288|BCAT1_MOUSE
	Branched-chain-amino-acid aminotransferase, cytosolic OS=Mus musculus GN=Bcat1 PE=2 SV=2
	3
	0.7379
	1.9588
	0.8551
	0.7311
	1.0000
	0.5598
	0.4656
	0.2207620

	712
	9.375
	sp|P60764|RAC3_MOUSE
	Ras-related C3 botulinum toxin substrate 3 OS=Mus musculus GN=Rac3 PE=1 SV=1
	3
	1.0000
	0.9817
	0.8872
	0.8872
	1.0000
	0.6668
	0.4365
	0.2238780

	1144
	5.30700013
	sp|Q99KV1|DJB11_MOUSE
	DnaJ homolog subfamily B member 11 OS=Mus musculus GN=Dnajb11 PE=1 SV=1
	2
	0.1977
	0.2443
	0.1706
	0.9908
	1.0000
	0.1770
	0.1905
	0.2240741

	1028
	6.036999822
	sp|Q8R3F5|FABD_MOUSE
	Malonyl-CoA-acyl carrier protein transacylase, mitochondrial OS=Mus musculus GN=Mcat PE=2 SV=3
	2
	1.7378
	3.5645
	2.2909
	1.9770
	1.0000
	2.5586
	1.1169
	0.2262635

	977
	6.897000223
	sp|Q8CAK3|CS066_MOUSE
	UPF0515 protein C19orf66 homolog OS=Mus musculus PE=2 SV=1
	2
	1.1588
	0.5861
	0.8630
	1.3932
	1.0000
	1.0864
	0.9817
	0.2266381

	809
	4.095999897
	sp|P32067|LA_MOUSE
	Lupus La protein homolog OS=Mus musculus GN=Ssb PE=2 SV=1
	2
	0.3373
	0.1236
	0.2443
	0.0136
	1.0000
	1.9055
	0.6138
	0.2281870

	423
	3.336999938
	sp|Q9WU78|PDC6I_MOUSE
	Programmed cell death 6-interacting protein OS=Mus musculus GN=Pdcd6ip PE=1 SV=3
	3
	1.0765
	1.1169
	0.5546
	1.1803
	1.0000
	1.0765
	1.4997
	0.2295773

	1630
	6.4790003
	sp|P08752|GNAI2_MOUSE
	Guanine nucleotide-binding protein G(i) subunit alpha-2 OS=Mus musculus GN=Gnai2 PE=1 SV=5
	2
	1.0000
	0.8872
	0.9727
	0.8091
	1.0000
	0.7943
	0.8710
	0.2320179

	714
	5.363000184
	sp|P68040|GBLP_MOUSE
	Guanine nucleotide-binding protein subunit beta-2-like 1 OS=Mus musculus GN=Gnb2l1 PE=1 SV=3
	2
	0.8790
	1.0765
	1.0965
	0.9290
	1.0000
	0.8790
	0.9036
	0.2320387

	1224
	2.871000022
	sp|Q9JIG7|CCD22_MOUSE
	Coiled-coil domain-containing protein 22 OS=Mus musculus GN=Ccdc22 PE=1 SV=1
	2
	0.6855
	0.9727
	0.8954
	0.5395
	1.0000
	0.5495
	0.3133
	0.2329899

	1006
	2.278999984
	sp|Q9D2N4|DTNA_MOUSE
	Dystrobrevin alpha OS=Mus musculus GN=Dtna PE=1 SV=2
	2
	0.8872
	1.0186
	1.3552
	0.6194
	1.0000
	1.0965
	0.6026
	0.2355636

	815
	1.692000031
	sp|Q80TS3|LPHN3_MOUSE
	Latrophilin-3 OS=Mus musculus GN=Lphn3 PE=1 SV=3
	2
	0.4699
	0.4246
	0.7379
	0.6730
	1.0000
	0.5058
	0.7943
	0.2356270

	456
	8.653999865
	sp|Q8R3P0|ACY2_MOUSE
	Aspartoacylase OS=Mus musculus GN=Aspa PE=1 SV=2
	3
	0.6252
	0.4406
	0.5200
	0.7870
	1.0000
	0.4406
	0.6668
	0.2371871

	1066
	17.77999997
	sp|P62073|TIM10_MOUSE
	Mitochondrial import inner membrane translocase subunit Tim10 OS=Mus musculus GN=Timm10 PE=1 SV=1
	2
	0.9036
	1.3932
	1.3932
	1.9588
	1.0000
	2.6303
	1.5996
	0.2403902

	871
	3.936000168
	sp|Q9Z2A0|PDPK1_MOUSE
	3-phosphoinositide-dependent protein kinase 1 OS=Mus musculus GN=Pdpk1 PE=1 SV=2
	2
	0.8954
	0.8872
	0.9550
	0.9204
	1.0000
	0.9908
	0.9120
	0.2408841

	964
	7.265999913
	sp|Q8CDN6|TXNL1_MOUSE
	Thioredoxin-like protein 1 OS=Mus musculus GN=Txnl1 PE=1 SV=3
	3
	1.2942
	1.9055
	1.1169
	1.3428
	1.0000
	1.2474
	0.9462
	0.2418457

	960
	9.294000268
	sp|O88456|CPNS1_MOUSE
	Calpain small subunit 1 OS=Mus musculus GN=Capns1 PE=2 SV=1
	2
	0.6427
	0.8710
	1.3932
	0.4786
	1.0000
	0.7178
	0.3532
	0.2437409

	1173
	3.988999873
	sp|O35226|PSMD4_MOUSE
	26S proteasome non-ATPase regulatory subunit 4 OS=Mus musculus GN=Psmd4 PE=1 SV=1
	2
	1.2589
	1.0965
	1.3183
	0.9036
	1.0000
	0.2582
	1.3183
	0.2444697

	625
	4.365999997
	sp|Q8CHT1|NGEF_MOUSE
	Ephexin-1 OS=Mus musculus GN=Ngef PE=1 SV=1
	4
	1.1376
	0.7656
	0.6368
	1.7865
	1.0000
	4.7863
	1.2942
	0.2444887

	471
	5.917000026
	sp|Q5SRX1|TM1L2_MOUSE
	TOM1-like protein 2 OS=Mus musculus GN=Tom1l2 PE=1 SV=1
	3
	0.8954
	1.0093
	1.0186
	0.9462
	1.0000
	0.5808
	0.1995
	0.2448719

	741
	5.404999852
	sp|Q8R0A7|K0513_MOUSE
	Uncharacterized protein KIAA0513 OS=Mus musculus GN=Kiaa0513 PE=2 SV=1
	2
	1.4859
	1.9770
	1.3804
	0.7656
	1.0000
	1.2474
	1.8197
	0.2454203

	654
	6.971000135
	sp|P14211|CALR_MOUSE
	Calreticulin OS=Mus musculus GN=Calr PE=1 SV=1
	4
	1.1066
	1.1803
	1.0765
	0.9120
	1.0000
	1.0864
	0.1675
	0.2461211

	787
	44.11999881
	sp|Q61016|GBG7_MOUSE
	Guanine nucleotide-binding protein G(I)/G(S)/G(O) subunit gamma-7 OS=Mus musculus GN=Gng7 PE=2 SV=2
	3
	0.9376
	0.4285
	0.6310
	0.7178
	1.0000
	3.2509
	1.3062
	0.2473775

	1077
	1.837999932
	sp|Q8BTY2|S4A7_MOUSE
	Sodium bicarbonate cotransporter 3 OS=Mus musculus GN=Slc4a7 PE=1 SV=2
	3
	0.9290
	1.0765
	0.9550
	0.8318
	1.0000
	0.9462
	0.8551
	0.2479808

	295
	10.40000021
	sp|Q9WVK8|CP46A_MOUSE
	Cholesterol 24-hydroxylase OS=Mus musculus GN=Cyp46a1 PE=2 SV=1
	4
	2.0512
	1.7061
	1.5704
	1.5704
	1.0000
	1.2134
	1.9231
	0.2500312

	552
	8.031000197
	sp|Q9R0N5|SYT5_MOUSE
	Synaptotagmin-5 OS=Mus musculus GN=Syt5 PE=1 SV=1
	4
	2.0701
	3.4356
	1.8197
	2.3988
	1.0000
	1.4723
	2.0137
	0.2507703

	460
	3.372000158
	sp|Q8CGK3|LONM_MOUSE
	Lon protease homolog, mitochondrial OS=Mus musculus GN=Lonp1 PE=1 SV=2
	4
	1.0965
	1.1482
	1.1169
	1.1169
	1.0000
	1.0666
	1.1169
	0.2521367

	677
	4.974000156
	sp|Q9Z1G3|VATC1_MOUSE
	V-type proton ATPase subunit C 1 OS=Mus musculus GN=Atp6v1c1 PE=1 SV=4
	3
	0.9817
	1.2823
	0.9550
	0.9908
	1.0000
	0.9120
	0.3945
	0.2525467

	1054
	2.927999943
	sp|Q8VDP4|K1967_MOUSE
	DBIRD complex subunit KIAA1967 homolog OS=Mus musculus PE=1 SV=2
	3
	1.0375
	1.1482
	1.1695
	1.0666
	1.0000
	1.0765
	0.5546
	0.2556460

	1165
	8.162999898
	sp|Q921W0|CHM1A_MOUSE
	Charged multivesicular body protein 1a OS=Mus musculus GN=Chmp1a PE=1 SV=1
	2
	0.6918
	0.2421
	0.6252
	0.7586
	1.0000
	0.4831
	0.7178
	0.2556507

	966
	10.62999964
	sp|P61028|RAB8B_MOUSE
	Ras-related protein Rab-8B OS=Mus musculus GN=Rab8b PE=1 SV=1
	2
	1.5136
	0.8472
	1.2942
	0.8472
	1.0000
	0.2992
	1.2474
	0.2563368

	1081
	8.122000098
	sp|O88952|LIN7C_MOUSE
	Protein lin-7 homolog C OS=Mus musculus GN=Lin7c PE=1 SV=2
	3
	1.0375
	1.0093
	1.0000
	1.0280
	1.0000
	1.0965
	1.0864
	0.2564296

	639
	4.475000128
	sp|Q62172|RBP1_MOUSE
	RalA-binding protein 1 OS=Mus musculus GN=Ralbp1 PE=1 SV=4
	3
	0.2377
	0.7727
	1.4060
	0.7870
	1.0000
	1.7701
	2.9376
	0.2578079

	537
	7.874000072
	sp|Q61550|RAD21_MOUSE
	Double-strand-break repair protein rad21 homolog OS=Mus musculus GN=Rad21 PE=1 SV=3
	3
	1.2023
	1.2023
	1.3677
	1.2589
	1.0000
	1.2023
	1.1588
	0.2583711

	895
	2.79300008
	sp|Q7TMB8|CYFP1_MOUSE
	Cytoplasmic FMR1-interacting protein 1 OS=Mus musculus GN=Cyfip1 PE=1 SV=1
	3
	1.0471
	0.9120
	1.1803
	1.0864
	1.0000
	0.6427
	0.2148
	0.2585373

	864
	6.825000048
	sp|Q93092|TALDO_MOUSE
	Transaldolase OS=Mus musculus GN=Taldo1 PE=1 SV=2
	3
	0.9638
	0.9462
	0.8954
	0.9204
	1.0000
	0.9638
	1.0000
	0.2586967

	914
	12.80000061
	sp|P58064|RT06_MOUSE
	28S ribosomal protein S6, mitochondrial OS=Mus musculus GN=Mrps6 PE=2 SV=3
	2
	0.8790
	0.8954
	0.9376
	0.8630
	1.0000
	1.0186
	0.9550
	0.2615849

	1415
	2.996999957
	sp|Q8CG76|ARK72_MOUSE
	Aflatoxin B1 aldehyde reductase member 2 OS=Mus musculus GN=Akr7a2 PE=1 SV=3
	2
	0.9462
	0.8790
	0.9204
	0.6368
	1.0000
	0.7112
	0.8318
	0.2622026

	850
	6.024000049
	sp|Q922H2|PDK3_MOUSE
	[Pyruvate dehydrogenase [lipoamide]] kinase isozyme 3, mitochondrial OS=Mus musculus GN=Pdk3 PE=2 SV=1
	2
	1.0000
	1.5704
	1.0864
	1.0666
	1.0000
	1.1066
	0.9120
	0.2631467

	817
	4.18700017
	sp|P60843|IF4A1_MOUSE
	Eukaryotic initiation factor 4A-I OS=Mus musculus GN=Eif4a1 PE=2 SV=1
	2
	0.8166
	1.5849
	0.6546
	0.5754
	1.0000
	0.2333
	0.7311
	0.2649420

	1011
	2.240999974
	sp|Q6P5F9|XPO1_MOUSE
	Exportin-1 OS=Mus musculus GN=Xpo1 PE=1 SV=1
	2
	0.6730
	0.8395
	0.7447
	0.8241
	1.0000
	2.1281
	0.8872
	0.2677301

	1116
	3.034999967
	sp|O35239|PTN9_MOUSE
	Tyrosine-protein phosphatase non-receptor type 9 OS=Mus musculus GN=Ptpn9 PE=2 SV=2
	2
	0.4130
	1.7539
	1.5996
	0.4529
	1.0000
	1.0186
	0.6138
	0.2714848

	1119
	7.936999947
	sp|Q80WW9|DDRGK_MOUSE
	DDRGK domain-containing protein 1 OS=Mus musculus GN=Ddrgk1 PE=1 SV=2
	2
	1.0864
	0.8872
	1.0186
	1.0375
	1.0000
	1.1482
	1.1169
	0.2732483

	832
	3.500999883
	sp|Q9ESJ4|SPN90_MOUSE
	NCK-interacting protein with SH3 domain OS=Mus musculus GN=Nckipsd PE=2 SV=2
	3
	1.5136
	2.4889
	1.5276
	1.9953
	1.0000
	1.2134
	1.3428
	0.2737052

	678
	4.064000025
	sp|Q5FWH7|S39AC_MOUSE
	Zinc transporter ZIP12 OS=Mus musculus GN=Slc39a12 PE=2 SV=1
	4
	0.4365
	0.8551
	0.6138
	1.0280
	1.0000
	0.4831
	0.9204
	0.2739152

	845
	3.590999916
	sp|Q9JIA1|LGI1_MOUSE
	Leucine-rich glioma-inactivated protein 1 OS=Mus musculus GN=Lgi1 PE=1 SV=1
	2
	0.6486
	0.9376
	0.6546
	1.0000
	1.0000
	0.9550
	0.6546
	0.2746339

	965
	8.536999673
	sp|P63005|LIS1_MOUSE
	Platelet-activating factor acetylhydrolase IB subunit alpha OS=Mus musculus GN=Pafah1b1 PE=1 SV=2
	3
	0.7798
	0.7727
	1.2134
	0.7178
	1.0000
	0.4656
	0.6194
	0.2747798

	1482
	3.29400003
	sp|P48542|IRK6_MOUSE
	G protein-activated inward rectifier potassium channel 2 OS=Mus musculus GN=Kcnj6 PE=1 SV=1
	2
	1.0965
	1.2359
	0.9376
	1.1272
	1.0000
	0.8954
	0.7870
	0.2748522

	607
	7.948999852
	sp|P36993|PPM1B_MOUSE
	Protein phosphatase 1B OS=Mus musculus GN=Ppm1b PE=2 SV=1
	3
	1.0666
	0.8091
	0.7656
	0.8710
	1.0000
	1.0666
	1.6293
	0.2749967

	1325
	8.019000292
	sp|Q8K3J1|NDUS8_MOUSE
	NADH dehydrogenase [ubiquinone] iron-sulfur protein 8, mitochondrial OS=Mus musculus GN=Ndufs8 PE=1 SV=1
	4
	1.3428
	1.1376
	1.2023
	1.2023
	1.0000
	0.9290
	1.2589
	0.2759906

	300
	3.940000013
	sp|Q64727|VINC_MOUSE
	Vinculin OS=Mus musculus GN=Vcl PE=1 SV=4
	4
	0.5297
	0.5152
	0.4055
	0.5495
	1.0000
	0.3467
	0.9638
	0.2813331

	1493
	7.852999866
	sp|P84096|RHOG_MOUSE
	Rho-related GTP-binding protein RhoG OS=Mus musculus GN=Rhog PE=2 SV=1
	2
	0.7943
	0.4656
	0.7798
	0.7178
	1.0000
	0.8318
	0.7379
	0.2817131

	1094
	5.53399995
	sp|Q60996|2A5G_MOUSE
	Serine/threonine-protein phosphatase 2A 56 kDa regulatory subunit gamma isoform OS=Mus musculus GN=Ppp2r5c PE=1 SV=2
	3
	1.9409
	1.3932
	1.3305
	1.2359
	1.0000
	1.3552
	1.5849
	0.2832332

	1995
	1.762999967
	sp|Q8CHS8|VP37A_MOUSE
	Vacuolar protein sorting-associated protein 37A OS=Mus musculus GN=Vps37a PE=2 SV=1
	2
	1.0568
	0.3076
	0.2128
	0.5649
	1.0000
	0.7516
	1.0186
	0.2852248

	811
	4.154000059
	sp|Q501J6|DDX17_MOUSE
	Probable ATP-dependent RNA helicase DDX17 OS=Mus musculus GN=Ddx17 PE=2 SV=1
	3
	1.0280
	0.7047
	0.7586
	0.5346
	1.0000
	0.3802
	0.5546
	0.2864030

	1742
	4.137999937
	sp|P14231|AT1B2_MOUSE
	Sodium/potassium-transporting ATPase subunit beta-2 OS=Mus musculus GN=Atp1b2 PE=1 SV=2
	3
	1.0280
	1.5704
	1.4723
	1.1912
	1.0000
	0.7656
	1.4322
	0.2871914

	884
	21.18999958
	sp|O35215|DOPD_MOUSE
	D-dopachrome decarboxylase OS=Mus musculus GN=Ddt PE=1 SV=3
	3
	0.6310
	0.3767
	0.5152
	0.4699
	1.0000
	0.5546
	0.7244
	0.2887487

	1353
	3.135000169
	sp|P08003|PDIA4_MOUSE
	Protein disulfide-isomerase A4 OS=Mus musculus GN=Pdia4 PE=1 SV=3
	2
	0.9290
	1.1482
	0.6918
	0.7244
	1.0000
	0.3565
	0.7047
	0.2888323

	685
	3.973999992
	sp|P12382|K6PL_MOUSE
	6-phosphofructokinase, liver type OS=Mus musculus GN=Pfkl PE=1 SV=4
	4
	0.8630
	1.3677
	0.8551
	0.8472
	1.0000
	0.8710
	0.3281
	0.2899491

	875
	12.3499997
	sp|O55074|AKA7A_MOUSE
	A-kinase anchor protein 7 isoform alpha OS=Mus musculus GN=Akap7 PE=1 SV=4
	2
	0.7112
	0.5649
	0.5248
	0.5105
	1.0000
	0.6427
	0.9462
	0.2900844

	507
	3.48800011
	sp|Q5DTL9|S4A10_MOUSE
	Sodium-driven chloride bicarbonate exchanger OS=Mus musculus GN=Slc4a10 PE=1 SV=2
	4
	1.3677
	1.2134
	1.0568
	1.0093
	1.0000
	0.1803
	1.2823
	0.2907814

	2002
	3.988999873
	sp|P61164|ACTZ_MOUSE
	Alpha-centractin OS=Mus musculus GN=Actr1a PE=2 SV=1
	2
	0.8551
	1.0568
	0.8551
	0.6546
	1.0000
	0.7727
	0.7798
	0.2910218

	872
	6.818000227
	sp|Q9CZ30|OLA1_MOUSE
	Obg-like ATPase 1 OS=Mus musculus GN=Ola1 PE=1 SV=1
	2
	1.0965
	1.2589
	0.9908
	0.7727
	1.0000
	1.0765
	1.0965
	0.2913189

	1612
	2.208000049
	sp|Q6P1I6|PSD2_MOUSE
	PH and SEC7 domain-containing protein 2 OS=Mus musculus GN=Psd2 PE=2 SV=1
	2
	0.1905
	1.1376
	1.3677
	1.0000
	1.0000
	1.5136
	2.2699
	0.2929675

	736
	7.015000284
	sp|Q68FL4|SAHH3_MOUSE
	Putative adenosylhomocysteinase 3 OS=Mus musculus GN=Ahcyl2 PE=1 SV=1
	4
	1.0864
	1.4454
	1.7701
	0.7798
	1.0000
	1.1482
	1.5849
	0.2929760

	1601
	2.51000002
	sp|Q9DB72|BTBDH_MOUSE
	BTB/POZ domain-containing protein 17 OS=Mus musculus GN=Btbd17 PE=2 SV=1
	2
	1.1482
	1.0666
	1.0093
	1.0093
	1.0000
	1.0864
	1.0093
	0.2939012

	739
	1.998000033
	sp|Q5F2E8|TAOK1_MOUSE
	Serine/threonine-protein kinase TAO1 OS=Mus musculus GN=Taok1 PE=1 SV=1
	2
	0.9908
	0.6792
	0.9638
	0.6982
	1.0000
	0.6310
	0.3281
	0.2961076

	1148
	2.586999908
	sp|P28271|ACOC_MOUSE
	Cytoplasmic aconitate hydratase OS=Mus musculus GN=Aco1 PE=1 SV=3
	3
	0.8790
	0.8472
	1.1169
	0.5754
	1.0000
	0.8472
	0.7798
	0.2963711

	1082
	4.933999851
	sp|Q9WUD1|CHIP_MOUSE
	STIP1 homology and U box-containing protein 1 OS=Mus musculus GN=Stub1 PE=1 SV=1
	2
	1.0186
	0.9908
	0.9817
	1.1066
	1.0000
	1.1066
	0.9727
	0.2983828

	842
	4.786000028
	sp|P47809|MP2K4_MOUSE
	Dual specificity mitogen-activated protein kinase kinase 4 OS=Mus musculus GN=Map2k4 PE=1 SV=2
	2
	0.6486
	0.9908
	1.1272
	0.7244
	1.0000
	0.6792
	0.4786
	0.2991586

	1960
	1.583000086
	sp|O88532|ZFR_MOUSE
	Zinc finger RNA-binding protein OS=Mus musculus GN=Zfr PE=1 SV=2
	2
	1.3305
	2.0893
	1.5276
	1.8197
	1.0000
	1.4454
	0.8395
	0.3020707

	797
	4.631000012
	sp|Q8VIM9|IRGQ_MOUSE
	Immunity-related GTPase family Q protein OS=Mus musculus GN=Irgq PE=2 SV=1
	2
	0.7870
	1.1066
	1.0000
	0.9727
	1.0000
	1.1272
	1.3062
	0.3035440

	509
	3.089999966
	sp|Q9ERK4|XPO2_MOUSE
	Exportin-2 OS=Mus musculus GN=Cse1l PE=2 SV=1
	3
	1.0568
	1.6293
	1.2023
	1.1066
	1.0000
	0.7727
	1.3677
	0.3046267

	1042
	1.951999962
	sp|Q9CPW0|CNTP2_MOUSE
	Contactin-associated protein-like 2 OS=Mus musculus GN=Cntnap2 PE=1 SV=2
	4
	1.0864
	0.8395
	0.9120
	1.0765
	1.0000
	1.0765
	0.9550
	0.3046534

	1168
	9.499999881
	sp|P61087|UBE2K_MOUSE
	Ubiquitin-conjugating enzyme E2 K OS=Mus musculus GN=Ube2k PE=1 SV=3
	2
	0.9908
	1.0568
	1.1376
	1.0280
	1.0000
	0.9727
	1.0568
	0.3050896

	1913
	4.106000066
	sp|Q8VEL9|REM2_MOUSE
	GTP-binding protein REM 2 OS=Mus musculus GN=Rem2 PE=1 SV=2
	2
	0.7244
	0.5546
	0.7178
	0.6427
	1.0000
	1.8535
	0.6918
	0.3062580

	844
	3.939000145
	sp|P28650|PURA1_MOUSE
	Adenylosuccinate synthetase isozyme 1 OS=Mus musculus GN=Adssl1 PE=1 SV=2
	3
	0.7516
	0.5916
	0.6730
	1.0093
	1.0000
	0.8017
	0.5200
	0.3064931

	365
	9.578999877
	sp|O08917|FLOT1_MOUSE
	Flotillin-1 OS=Mus musculus GN=Flot1 PE=1 SV=1
	4
	0.7586
	0.9727
	0.8790
	0.6310
	1.0000
	0.6427
	0.6792
	0.3077110

	2462
	9.578999877
	sp|O08917|FLOT1_MOUSE
	Flotillin-1 OS=Mus musculus GN=Flot1 PE=1 SV=1
	4
	0.7586
	0.9727
	0.8790
	0.6310
	1.0000
	0.6427
	0.6792
	0.3077110

	1153
	5.84600009
	sp|Q05186|RCN1_MOUSE
	Reticulocalbin-1 OS=Mus musculus GN=Rcn1 PE=1 SV=1
	2
	0.3311
	0.4207
	0.9638
	0.8166
	1.0000
	3.4041
	0.6368
	0.3085476

	1406
	1.666999981
	sp|Q8C419|GP158_MOUSE
	Probable G-protein coupled receptor 158 OS=Mus musculus GN=Gpr158 PE=1 SV=2
	2
	3.1915
	2.4434
	2.3768
	1.9588
	1.0000
	2.4210
	2.9107
	0.3094263

	651
	10.67000031
	sp|Q9CVB6|ARPC2_MOUSE
	Actin-related protein 2/3 complex subunit 2 OS=Mus musculus GN=Arpc2 PE=1 SV=3
	4
	0.7379
	0.8091
	0.8710
	0.6138
	1.0000
	0.3945
	0.4920
	0.3104593

	560
	19.69999969
	sp|Q9CQJ6|DENR_MOUSE
	Density-regulated protein OS=Mus musculus GN=Denr PE=2 SV=1
	4
	0.5152
	0.8551
	0.9036
	1.1803
	1.0000
	0.7178
	0.8395
	0.3111774

	1056
	7.626999915
	sp|O88983|STX8_MOUSE
	Syntaxin-8 OS=Mus musculus GN=Stx8 PE=1 SV=1
	2
	1.3552
	0.9550
	1.0568
	1.0375
	1.0000
	0.8241
	1.0864
	0.3145495

	1126
	5.556000024
	sp|Q921F2|TADBP_MOUSE
	TAR DNA-binding protein 43 OS=Mus musculus GN=Tardbp PE=1 SV=1
	3
	1.0666
	1.0864
	1.1482
	1.0471
	1.0000
	1.0375
	1.1376
	0.3153345

	671
	4.713999853
	sp|Q8VHQ9|ACO11_MOUSE
	Acyl-coenzyme A thioesterase 11 OS=Mus musculus GN=Acot11 PE=2 SV=1
	3
	0.6982
	0.9727
	0.8241
	0.5861
	1.0000
	0.5702
	0.5058
	0.3157307

	1187
	6.16700016
	sp|P00405|COX2_MOUSE
	Cytochrome c oxidase subunit 2 OS=Mus musculus GN=Mtco2 PE=1 SV=1
	3
	1.3932
	1.7061
	1.3552
	1.2942
	1.0000
	1.5560
	1.3552
	0.3161830

	344
	14.22999948
	sp|Q9CR68|UCRI_MOUSE
	Cytochrome b-c1 complex subunit Rieske, mitochondrial OS=Mus musculus GN=Uqcrfs1 PE=1 SV=1
	4
	1.1066
	1.3183
	0.8954
	1.1912
	1.0000
	1.7219
	1.4588
	0.3168495

	1260
	2.514000051
	sp|Q99MR6|SRRT_MOUSE
	Serrate RNA effector molecule homolog OS=Mus musculus GN=Srrt PE=1 SV=1
	3
	0.6982
	1.0864
	1.3428
	1.1272
	1.0000
	0.5445
	0.0991
	0.3218286

	591
	4.579000175
	sp|Q60598|SRC8_MOUSE
	Src substrate cortactin OS=Mus musculus GN=Cttn PE=1 SV=2
	3
	0.3981
	0.2128
	1.0471
	0.7112
	1.0000
	0.9817
	0.5861
	0.3230089

	1154
	1.953000017
	sp|Q5DTT2|PSD1_MOUSE
	PH and SEC7 domain-containing protein 1 OS=Mus musculus GN=Psd PE=1 SV=2
	3
	1.1169
	1.5276
	1.3804
	0.7798
	1.0000
	0.3311
	1.7061
	0.3234554

	729
	2.861000039
	sp|Q9Z218|DPP6_MOUSE
	Dipeptidyl aminopeptidase-like protein 6 OS=Mus musculus GN=Dpp6 PE=1 SV=1
	3
	0.5297
	0.8872
	0.8710
	0.5346
	1.0000
	2.5119
	1.2359
	0.3236925

	805
	3.88199985
	sp|Q61771|KIF3B_MOUSE
	Kinesin-like protein KIF3B OS=Mus musculus GN=Kif3b PE=1 SV=1
	3
	2.1281
	1.3428
	1.3183
	1.7701
	1.0000
	1.4191
	0.4699
	0.3289031

	1282
	3.539999947
	sp|Q61414|K1C15_MOUSE
	Keratin, type I cytoskeletal 15 OS=Mus musculus GN=Krt15 PE=1 SV=2
	2
	1.4454
	2.1281
	1.1695
	1.2589
	1.0000
	1.8030
	0.6855
	0.3325908

	660
	3.293000162
	sp|Q9R190|MTA2_MOUSE
	Metastasis-associated protein MTA2 OS=Mus musculus GN=Mta2 PE=1 SV=1
	2
	0.6310
	0.8872
	1.3428
	1.1272
	1.0000
	1.0765
	1.9231
	0.3364832

	728
	3.550000116
	sp|Q8C7M3|TRIM9_MOUSE
	E3 ubiquitin-protein ligase TRIM9 OS=Mus musculus GN=Trim9 PE=1 SV=2
	3
	1.0666
	1.0471
	0.9550
	0.9817
	1.0000
	0.8551
	1.0280
	0.3388918

	1118
	3.438999876
	sp|Q9WTR1|TRPV2_MOUSE
	Transient receptor potential cation channel subfamily V member 2 OS=Mus musculus GN=Trpv2 PE=1 SV=2
	2
	1.7378
	1.3677
	1.0864
	0.9638
	1.0000
	1.2589
	1.4723
	0.3392826

	1605
	10.70000008
	sp|Q9CQD1|RAB5A_MOUSE
	Ras-related protein Rab-5A OS=Mus musculus GN=Rab5a PE=1 SV=1
	4
	0.7656
	0.6252
	0.6252
	1.4191
	1.0000
	1.4322
	0.2399
	0.3405305

	431
	5.164999887
	sp|P63318|KPCG_MOUSE
	Protein kinase C gamma type OS=Mus musculus GN=Prkcg PE=1 SV=1
	4
	0.6607
	0.4207
	1.0568
	0.1107
	1.0000
	0.4169
	0.0817
	0.3424951

	1068
	8.143000305
	sp|P97470|PP4C_MOUSE
	Serine/threonine-protein phosphatase 4 catalytic subunit OS=Mus musculus GN=Ppp4c PE=1 SV=2
	3
	5.9156
	10.0925
	7.6560
	6.6069
	1.0000
	2.4210
	10.2802
	0.3434356

	1139
	2.78299991
	sp|Q8K0C4|CP51A_MOUSE
	Lanosterol 14-alpha demethylase OS=Mus musculus GN=Cyp51a1 PE=2 SV=1
	2
	0.9120
	0.8551
	0.8017
	1.2246
	1.0000
	0.8630
	0.8091
	0.3437840

	978
	6.640999764
	sp|Q9CQQ7|AT5F1_MOUSE
	ATP synthase subunit b, mitochondrial OS=Mus musculus GN=Atp5f1 PE=1 SV=1
	4
	1.6444
	1.5136
	1.2359
	1.5704
	1.0000
	1.4723
	0.8472
	0.3441261

	2135
	2.806000039
	sp|Q91V36|NRBP2_MOUSE
	Nuclear receptor-binding protein 2 OS=Mus musculus GN=Nrbp2 PE=1 SV=2
	2
	0.9908
	1.0471
	0.8630
	0.9036
	1.0000
	0.8630
	0.8472
	0.3457127

	279
	9.735000134
	sp|O35857|TIM44_MOUSE
	Mitochondrial import inner membrane translocase subunit TIM44 OS=Mus musculus GN=Timm44 PE=2 SV=2
	4
	1.5276
	1.1482
	0.8395
	1.0280
	1.0000
	1.0471
	0.9036
	0.3472278

	1089
	4.193999991
	sp|Q925E7|2ABD_MOUSE
	Serine/threonine-protein phosphatase 2A 55 kDa regulatory subunit B delta isoform OS=Mus musculus GN=Ppp2r2d PE=2 SV=1
	2
	0.9908
	1.0186
	1.0093
	1.0471
	1.0000
	0.9036
	0.7311
	0.3483523

	1149
	2.651000023
	sp|Q9D7N9|APMAP_MOUSE
	Adipocyte plasma membrane-associated protein OS=Mus musculus GN=Apmap PE=1 SV=1
	2
	0.9817
	1.0375
	0.9204
	0.8551
	1.0000
	0.8872
	0.9727
	0.3489723

	690
	9.113000333
	sp|P62196|PRS8_MOUSE
	26S protease regulatory subunit 8 OS=Mus musculus GN=Psmc5 PE=1 SV=1
	4
	1.1169
	1.3183
	0.8790
	1.2246
	1.0000
	0.6138
	0.8091
	0.3511266

	983
	15.81999958
	sp|P61967|AP1S1_MOUSE
	AP-1 complex subunit sigma-1A OS=Mus musculus GN=Ap1s1 PE=1 SV=1
	3
	1.1482
	1.0965
	0.9638
	0.8395
	1.0000
	1.1588
	0.8872
	0.3521986

	1163
	1.689999923
	sp|Q62077|PLCG1_MOUSE
	1-phosphatidylinositol 4,5-bisphosphate phosphodiesterase gamma-1 OS=Mus musculus GN=Plcg1 PE=1 SV=2
	2
	0.9908
	0.3499
	1.2359
	0.6486
	1.0000
	1.8880
	1.4997
	0.3532659

	378
	4.182000086
	sp|O35136|NCAM2_MOUSE
	Neural cell adhesion molecule 2 OS=Mus musculus GN=Ncam2 PE=1 SV=1
	4
	1.0864
	1.0765
	1.0280
	1.0965
	1.0000
	1.0186
	1.0186
	0.3533930


	1037
	1.406999957
	sp|Q5SWU9|ACACA_MOUSE
	Acetyl-CoA carboxylase 1 OS=Mus musculus GN=Acaca PE=1 SV=1
	4
	0.6546
	0.7798
	0.5970
	0.4571
	1.0000
	0.8166
	1.3677
	0.3549945

	942
	12.25999966
	sp|P12961|7B2_MOUSE
	Neuroendocrine protein 7B2 OS=Mus musculus GN=Scg5 PE=1 SV=1
	2
	1.0471
	0.7727
	1.5704
	1.1695
	1.0000
	1.7061
	2.0893
	0.3550289

	1183
	3.99199985
	sp|Q8BKZ9|ODPX_MOUSE
	Pyruvate dehydrogenase protein X component, mitochondrial OS=Mus musculus GN=Pdhx PE=2 SV=1
	2
	0.9204
	1.8707
	0.9908
	0.8790
	1.0000
	0.9120
	1.1695
	0.3575855

	582
	2.840000018
	sp|Q03137|EPHA4_MOUSE
	Ephrin type-A receptor 4 OS=Mus musculus GN=Epha4 PE=1 SV=2
	3
	0.6730
	1.1695
	1.2134
	0.8091
	1.0000
	0.9550
	0.5445
	0.3578091

	814
	2.006999962
	sp|Q8BYA0|TBCD_MOUSE
	Tubulin-specific chaperone D OS=Mus musculus GN=Tbcd PE=2 SV=1
	2
	1.3183
	0.8630
	1.3428
	0.9204
	1.0000
	1.3183
	0.4699
	0.3582678

	1965
	3.125
	sp|P31750|AKT1_MOUSE
	RAC-alpha serine/threonine-protein kinase OS=Mus musculus GN=Akt1 PE=1 SV=2
	2
	0.8872
	1.0000
	0.7178
	1.0093
	1.0000
	0.9817
	3.5645
	0.3586563

	941
	9.224999696
	sp|Q8BH58|TIPRL_MOUSE
	TIP41-like protein OS=Mus musculus GN=Tiprl PE=2 SV=1
	2
	0.9204
	0.7447
	0.9290
	0.7798
	1.0000
	1.2706
	0.9376
	0.3590852

	1949
	2.314000018
	sp|Q8K012|FBP1L_MOUSE
	Formin-binding protein 1-like OS=Mus musculus GN=Fnbp1l PE=1 SV=2
	2
	0.8091
	0.8954
	1.1588
	0.8395
	1.0000
	1.2589
	2.0512
	0.3593536

	1292
	10.71000025
	sp|P62830|RL23_MOUSE
	60S ribosomal protein L23 OS=Mus musculus GN=Rpl23 PE=1 SV=1
	2
	0.6792
	0.9290
	1.0965
	0.5546
	1.0000
	0.6252
	0.8017
	0.3610506

	2084
	2.790999971
	sp|Q8R361|RFIP5_MOUSE
	Rab11 family-interacting protein 5 OS=Mus musculus GN=Rab11fip5 PE=1 SV=2
	2
	2.1086
	1.4997
	1.6444
	1.8030
	1.0000
	1.6444
	1.5276
	0.3627794

	791
	6.027000025
	sp|Q06890|CLUS_MOUSE
	Clusterin OS=Mus musculus GN=Clu PE=1 SV=1
	2
	1.0568
	0.6427
	0.6486
	0.9462
	1.0000
	0.7447
	0.9727
	0.3648415

	727
	2.387999929
	sp|Q80U12|SGSM2_MOUSE
	Small G protein signaling modulator 2 OS=Mus musculus GN=Sgsm2 PE=2 SV=2
	4
	1.1272
	0.9908
	1.2706
	1.1803
	1.0000
	0.9204
	1.0471
	0.3670677

	893
	6.977000087
	sp|Q9DCN2|NB5R3_MOUSE
	NADH-cytochrome b5 reductase 3 OS=Mus musculus GN=Cyb5r3 PE=1 SV=3
	3
	0.7943
	0.9290
	1.2246
	0.3311
	1.0000
	0.8630
	0.9120
	0.3673577

	503
	3.987000138
	sp|Q8CCN5|BCAS3_MOUSE
	Breast carcinoma-amplified sequence 3 homolog OS=Mus musculus GN=Bcas3 PE=1 SV=2
	3
	0.9638
	1.1066
	1.1376
	1.0666
	1.0000
	0.7870
	1.0666
	0.3678641

	492
	4.49699983
	sp|Q3URD3|SLMAP_MOUSE
	Sarcolemmal membrane-associated protein OS=Mus musculus GN=Slmap PE=1 SV=2
	4
	0.9638
	0.7379
	0.8395
	0.9638
	1.0000
	0.7870
	0.9462
	0.3679735

	912
	4.580000043
	sp|Q9DC61|MPPA_MOUSE
	Mitochondrial-processing peptidase subunit alpha OS=Mus musculus GN=Pmpca PE=1 SV=1
	3
	1.0000
	0.9550
	0.8472
	1.0765
	1.0000
	0.9376
	0.9376
	0.3680525

	531
	18.31
	sp|Q9CQI6|COTL1_MOUSE
	Coactosin-like protein OS=Mus musculus GN=Cotl1 PE=1 SV=3
	3
	0.6918
	1.1376
	0.7311
	0.8091
	1.0000
	0.2729
	0.4093
	0.3682563

	2165
	4.713999853
	sp|P47962|RL5_MOUSE
	60S ribosomal protein L5 OS=Mus musculus GN=Rpl5 PE=1 SV=3
	2
	1.2706
	1.6144
	2.3335
	1.5276
	1.0000
	1.1066
	1.9055
	0.3688088

	891
	5.220000073
	sp|Q9QXB9|DRG2_MOUSE
	Developmentally-regulated GTP-binding protein 2 OS=Mus musculus GN=Drg2 PE=1 SV=1
	3
	0.9036
	1.0666
	0.6668
	0.5916
	1.0000
	0.7447
	0.5861
	0.3689754

	595
	4.698999971
	sp|O54781|SRPK2_MOUSE
	SRSF protein kinase 2 OS=Mus musculus GN=Srpk2 PE=1 SV=2
	3
	1.0765
	0.9817
	1.0965
	1.1066
	1.0000
	1.1695
	1.1376
	0.3696859

	353
	6.261000037
	sp|Q5U458|DJC11_MOUSE
	DnaJ homolog subfamily C member 11 OS=Mus musculus GN=Dnajc11 PE=2 SV=2
	4
	1.0965
	1.2706
	0.9817
	0.9204
	1.0000
	0.7943
	1.2359
	0.3697366

	350
	7.889000326
	sp|O54829|RGS7_MOUSE
	Regulator of G-protein signaling 7 OS=Mus musculus GN=Rgs7 PE=1 SV=2
	4
	1.0280
	1.2023
	1.0093
	0.8872
	1.0000
	1.1588
	0.9290
	0.3697454

	989
	8.850000054
	sp|Q9D0A3|CO038_MOUSE
	UPF0552 protein C15orf38 homolog OS=Mus musculus PE=2 SV=1
	2
	1.5560
	1.4454
	1.0093
	2.0893
	1.0000
	1.7701
	1.6904
	0.3698251

	405
	5.274000019
	sp|Q61553|FSCN1_MOUSE
	Fascin OS=Mus musculus GN=Fscn1 PE=1 SV=4
	3
	0.9817
	0.9036
	0.9817
	1.0765
	1.0000
	1.5996
	0.8872
	0.3700051

	643
	7.277999818
	sp|Q9QYG0|NDRG2_MOUSE
	Protein NDRG2 OS=Mus musculus GN=Ndrg2 PE=1 SV=1
	4
	1.1376
	1.4191
	1.1376
	1.4454
	1.0000
	0.6607
	1.0093
	0.3701677

	648
	10.36000028
	sp|Q8BK64|AHSA1_MOUSE
	Activator of 90 kDa heat shock protein ATPase homolog 1 OS=Mus musculus GN=Ahsa1 PE=2 SV=2
	4
	1.0471
	1.1482
	0.7047
	1.4322
	1.0000
	0.8630
	1.3428
	0.3704423

	780
	10.85999981
	sp|Q62093|SRSF2_MOUSE
	Serine/arginine-rich splicing factor 2 OS=Mus musculus GN=Srsf2 PE=1 SV=4
	3
	1.4997
	0.8872
	1.2134
	1.2474
	1.0000
	0.6546
	1.0765
	0.3705315

	826
	1.45899998
	sp|Q8C0T5|SI1L1_MOUSE
	Signal-induced proliferation-associated 1-like protein 1 OS=Mus musculus GN=Sipa1l1 PE=1 SV=2
	2
	1.3305
	0.9036
	1.1912
	1.2823
	1.0000
	1.3804
	1.6596
	0.3713865

	1588
	3.187000006
	sp|O88704|HCN1_MOUSE
	Potassium/sodium hyperpolarization-activated cyclic nucleotide-gated channel 1 OS=Mus musculus GN=Hcn1 PE=1 SV=1
	2
	1.0280
	1.1588
	0.5970
	0.8472
	1.0000
	0.4920
	0.6081
	0.3753213

	955
	4.761999846
	sp|Q7M6Z0|R4RL2_MOUSE
	Reticulon-4 receptor-like 2 OS=Mus musculus GN=Rtn4rl2 PE=2 SV=1
	2
	0.8017
	0.9120
	0.7447
	1.0568
	1.0000
	0.8318
	0.7516
	0.3783117

	1227
	2.569999918
	sp|Q6ZQ18|EFR3B_MOUSE
	Protein EFR3 homolog B OS=Mus musculus GN=Efr3b PE=1 SV=2
	2
	1.1066
	0.9204
	0.8710
	0.9817
	1.0000
	0.5702
	0.8017
	0.3802431

	833
	3.807999939
	sp|Q60676|PPP5_MOUSE
	Serine/threonine-protein phosphatase 5 OS=Mus musculus GN=Ppp5c PE=2 SV=2
	2
	1.3552
	1.9055
	1.1376
	2.0137
	1.0000
	2.0324
	2.3335
	0.3803108

	1135
	2.957000025
	sp|Q9R1R2|TRIM3_MOUSE
	Tripartite motif-containing protein 3 OS=Mus musculus GN=Trim3 PE=1 SV=1
	2
	1.1803
	1.8030
	1.0864
	1.8365
	1.0000
	0.4831
	0.4831
	0.3804811

	737
	6.729000062
	sp|P80314|TCPB_MOUSE
	T-complex protein 1 subunit beta OS=Mus musculus GN=Cct2 PE=1 SV=4
	3
	1.1066
	1.0568
	1.0000
	1.0765
	1.0000
	0.9908
	1.0186
	0.3809554

	1072
	2.428999916
	sp|A2AHG0|PRIP1_MOUSE
	ProSAP-interacting protein 1 OS=Mus musculus GN=Prosapip1 PE=2 SV=1
	2
	1.0471
	1.1066
	2.0512
	1.0965
	1.0000
	1.2023
	1.2359
	0.3815291

	2147
	3.598999977
	sp|Q5RJI5|BRSK1_MOUSE
	Serine/threonine-protein kinase BRSK1 OS=Mus musculus GN=Brsk1 PE=1 SV=1
	4
	1.0666
	1.2023
	0.6486
	1.0375
	1.0000
	2.2699
	1.0765
	0.3828898

	1271
	7.999999821
	sp|P70122|SBDS_MOUSE
	Ribosome maturation protein SBDS OS=Mus musculus GN=Sbds PE=1 SV=4
	2
	0.9290
	0.7447
	0.9550
	0.8091
	1.0000
	0.6792
	0.4699
	0.3830928

	959
	8.889000118
	sp|Q9DC07|LNEBL_MOUSE
	LIM zinc-binding domain-containing Nebulette OS=Mus musculus GN=Nebl PE=2 SV=1
	2
	1.0093
	0.8710
	0.9550
	0.8954
	1.0000
	1.0280
	1.0666
	0.3836358

	1074
	6.279999763
	sp|P51150|RAB7A_MOUSE
	Ras-related protein Rab-7a OS=Mus musculus GN=Rab7a PE=1 SV=2
	2
	1.1912
	1.0186
	1.5136
	0.9036
	1.0000
	1.2706
	1.1912
	0.3845859

	1295
	3.155000135
	sp|Q8BG16|S6A15_MOUSE
	Sodium-dependent neutral amino acid transporter B(0)AT2 OS=Mus musculus GN=Slc6a15 PE=1 SV=1
	3
	1.0471
	1.0568
	1.0666
	1.1912
	1.0000
	1.1066
	1.1066
	0.3855005

	443
	4.042999819
	sp|Q80T41|GABR2_MOUSE
	Gamma-aminobutyric acid type B receptor subunit 2 OS=Mus musculus GN=Gabbr2 PE=2 SV=2
	4
	1.8707
	2.6062
	1.2706
	2.3768
	1.0000
	0.7379
	1.5136
	0.3859391

	909
	2.315000072
	sp|Q3V3V9|LR16C_MOUSE
	Leucine-rich repeat-containing protein 16C OS=Mus musculus GN=Rltpr PE=2 SV=2
	2
	1.2359
	0.8395
	0.7943
	1.4191
	1.0000
	1.2823
	0.8551
	0.3861233

	869
	12.91999966
	sp|Q9CQF4|CF203_MOUSE
	Uncharacterized protein C6orf203 homolog OS=Mus musculus PE=1 SV=1
	2
	0.9908
	0.8395
	0.9120
	0.8551
	1.0000
	0.6918
	0.7870
	0.3862944

	1023
	7.071000338
	sp|Q9CRD2|EMC2_MOUSE
	ER membrane protein complex subunit 2 OS=Mus musculus GN=Emc2 PE=2 SV=1
	2
	0.9908
	1.3305
	0.9908
	0.9817
	1.0000
	1.1588
	0.7727
	0.3887450

	848
	3.508999944
	sp|Q61730|IL1AP_MOUSE
	Interleukin-1 receptor accessory protein OS=Mus musculus GN=Il1rap PE=1 SV=1
	2
	0.5297
	0.1076
	2.6546
	1.3428
	1.0000
	12.4738
	2.0137
	0.3939035

	1596
	4.456999898
	sp|P21278|GNA11_MOUSE
	Guanine nucleotide-binding protein subunit alpha-11 OS=Mus musculus GN=Gna11 PE=1 SV=1
	2
	1.0186
	1.2023
	1.2359
	1.2942
	1.0000
	0.7047
	1.0375
	0.3940712

	744
	7.017999887
	sp|Q99020|ROAA_MOUSE
	Heterogeneous nuclear ribonucleoprotein A/B OS=Mus musculus GN=Hnrnpab PE=1 SV=1
	2
	1.1272
	0.5546
	0.6486
	1.2134
	1.0000
	0.5395
	1.2706
	0.3947599

	333
	16.11000001
	sp|O55013|TPPC3_MOUSE
	Trafficking protein particle complex subunit 3 OS=Mus musculus GN=Trappc3 PE=1 SV=1
	4
	0.9120
	1.4060
	0.8710
	0.9036
	1.0000
	1.6596
	1.8707
	0.3951944

	474
	2.854000032
	sp|Q80UJ7|RB3GP_MOUSE
	Rab3 GTPase-activating protein catalytic subunit OS=Mus musculus GN=Rab3gap1 PE=2 SV=4
	3
	0.8241
	1.2942
	1.0280
	0.7727
	1.0000
	1.1695
	0.4487
	0.3961853

	2187
	1.494999975
	sp|Q9JJ28|FLII_MOUSE
	Protein flightless-1 homolog OS=Mus musculus GN=Flii PE=1 SV=1
	2
	0.2911
	0.8091
	0.7244
	0.6194
	1.0000
	1.0568
	0.5248
	0.3969300

	886
	3.215999901
	sp|Q8CI71|CC132_MOUSE
	Coiled-coil domain-containing protein 132 OS=Mus musculus GN=Ccdc132 PE=1 SV=2
	4
	0.8241
	1.0471
	1.9953
	0.4487
	1.0000
	0.6310
	1.5417
	0.3970892

	1125
	3.27700004
	sp|Q921Q7|RIN1_MOUSE
	Ras and Rab interactor 1 OS=Mus musculus GN=Rin1 PE=1 SV=1
	2
	1.1066
	1.2589
	0.9638
	0.9120
	1.0000
	1.2134
	0.9036
	0.3986440

	2006
	3.681999817
	sp|Q3UTH8|ARHG9_MOUSE
	Rho guanine nucleotide exchange factor 9 OS=Mus musculus GN=Arhgef9 PE=2 SV=1
	2
	0.7586
	1.4322
	1.0864
	0.4365
	1.0000
	1.3428
	0.4656
	0.4009568

	1080
	6.548000127
	sp|Q8C0E2|VP26B_MOUSE
	Vacuolar protein sorting-associated protein 26B OS=Mus musculus GN=Vps26b PE=1 SV=1
	2
	1.9055
	1.9231
	1.5849
	2.0512
	1.0000
	1.6293
	1.5417
	0.4014447

	985
	39.46999907
	sp|P63248|IPKA_MOUSE
	cAMP-dependent protein kinase inhibitor alpha OS=Mus musculus GN=Pkia PE=1 SV=2
	2
	0.9817
	0.4529
	0.6607
	0.9908
	1.0000
	0.5861
	0.8472
	0.4017345

	1391
	6.521999836
	sp|Q9CPU0|LGUL_MOUSE
	Lactoylglutathione lyase OS=Mus musculus GN=Glo1 PE=1 SV=3
	2
	1.0765
	0.1500
	0.8872
	0.9908
	1.0000
	0.9036
	0.8091
	0.4027680

	1970
	4.176000133
	sp|Q8BS95|GPHR_MOUSE
	Golgi pH regulator OS=Mus musculus GN=Gpr89a PE=2 SV=2
	3
	2.9107
	1.8880
	0.6982
	1.3062
	1.0000
	0.6194
	2.0512
	0.4031499

	2105
	4.713999853
	sp|Q922Y1|UBXN1_MOUSE
	UBX domain-containing protein 1 OS=Mus musculus GN=Ubxn1 PE=1 SV=1
	2
	1.1169
	1.2474
	0.7943
	1.2134
	1.0000
	1.2023
	1.2823
	0.4045381

	514
	5.787999928
	sp|Q922B2|SYDC_MOUSE
	Aspartate--tRNA ligase, cytoplasmic OS=Mus musculus GN=Dars PE=2 SV=2
	3
	0.7244
	1.6596
	0.9204
	0.7244
	1.0000
	0.5970
	1.0864
	0.4046010

	1087
	10.49999967
	sp|P0C0A3|CHMP6_MOUSE
	Charged multivesicular body protein 6 OS=Mus musculus GN=Chmp6 PE=2 SV=2
	2
	0.6368
	0.7112
	1.2589
	1.1695
	1.0000
	1.1482
	0.8395
	0.4052404

	1363
	7.67500028
	sp|Q8R5M8|CADM1_MOUSE
	Cell adhesion molecule 1 OS=Mus musculus GN=Cadm1 PE=1 SV=2
	4
	1.5136
	1.5704
	2.3335
	2.2909
	1.0000
	0.6252
	1.5560
	0.4056130

	1041
	1.803000085
	sp|Q8K1A6|C2D1A_MOUSE
	Coiled-coil and C2 domain-containing protein 1A OS=Mus musculus GN=Cc2d1a PE=1 SV=2
	2
	1.4191
	0.8790
	0.8091
	0.8318
	1.0000
	0.8318
	0.8710
	0.4067988

	1858
	4.478000104
	sp|Q9R0Q3|TMED2_MOUSE
	Transmembrane emp24 domain-containing protein 2 OS=Mus musculus GN=Tmed2 PE=1 SV=1
	2
	1.3677
	0.8551
	1.3062
	1.0186
	1.0000
	1.0471
	1.1376
	0.4109879

	1158
	1.730000041
	sp|B0V2N1|PTPRS_MOUSE
	Receptor-type tyrosine-protein phosphatase S OS=Mus musculus GN=Ptprs PE=1 SV=1
	3
	0.8954
	0.7311
	0.8872
	0.7311
	1.0000
	0.8872
	1.1169
	0.4114661

	863
	9.551999718
	sp|Q8C0L0|TMX4_MOUSE
	Thioredoxin-related transmembrane protein 4 OS=Mus musculus GN=Tmx4 PE=1 SV=2
	2
	1.1695
	1.0093
	1.3552
	2.4210
	1.0000
	1.1376
	1.5417
	0.4117154

	715
	8.546999842
	sp|P51863|VA0D1_MOUSE
	V-type proton ATPase subunit d 1 OS=Mus musculus GN=Atp6v0d1 PE=1 SV=2
	4
	1.1588
	1.4997
	1.2134
	1.4322
	1.0000
	0.9550
	1.2134
	0.4118743

	1494
	7.812999934
	sp|Q9DB41|GHC2_MOUSE
	Mitochondrial glutamate carrier 2 OS=Mus musculus GN=Slc25a18 PE=2 SV=4
	2
	1.1066
	0.9204
	0.2070
	0.6855
	1.0000
	0.8472
	1.6904
	0.4121967

	2244
	1.594999991
	sp|A6H6A9|RBG1L_MOUSE
	Rab GTPase-activating protein 1-like OS=Mus musculus GN=Rabgap1l PE=1 SV=1
	2
	1.2823
	1.0568
	0.7656
	2.1086
	1.0000
	1.2706
	0.9638
	0.4158872

	896
	8.312000334
	sp|P63037|DNJA1_MOUSE
	DnaJ homolog subfamily A member 1 OS=Mus musculus GN=Dnaja1 PE=1 SV=1
	3
	1.0471
	1.8880
	1.0965
	1.4454
	1.0000
	0.4571
	1.2706
	0.4200319

	911
	7.515999675
	sp|O88531|PPT1_MOUSE
	Palmitoyl-protein thioesterase 1 OS=Mus musculus GN=Ppt1 PE=2 SV=2
	2
	1.3305
	1.3677
	0.5395
	0.8395
	1.0000
	0.6792
	0.9550
	0.4222732

	2503
	3.970000148
	sp|P19001|K1C19_MOUSE
	Keratin, type I cytoskeletal 19 OS=Mus musculus GN=Krt19 PE=1 SV=1
	2
	0.6252
	0.0136
	2.6062
	0.4613
	1.0000
	0.4207
	0.0136
	0.4231854

	415
	2.047999948
	sp|Q9CS84|NRX1A_MOUSE
	Neurexin-1-alpha OS=Mus musculus GN=Nrxn1 PE=1 SV=3
	4
	0.1941
	1.9409
	0.9462
	1.3062
	1.0000
	1.5704
	1.9055
	0.4238493

	571
	4.185000062
	sp|Q3UMU9|HDGR2_MOUSE
	Hepatoma-derived growth factor-related protein 2 OS=Mus musculus GN=Hdgfrp2 PE=1 SV=1
	3
	0.9908
	1.1376
	1.1169
	1.1588
	1.0000
	0.8790
	1.0186
	0.4247189

	1098
	5.624999851
	sp|Q9Z1D1|EIF3G_MOUSE
	Eukaryotic translation initiation factor 3 subunit G OS=Mus musculus GN=Eif3g PE=1 SV=2
	2
	1.2706
	1.3552
	1.2023
	2.0701
	1.0000
	1.2134
	1.8880
	0.4255871

	398
	3.263999894
	sp|A2AP18|PLCH2_MOUSE
	1-phosphatidylinositol 4,5-bisphosphate phosphodiesterase eta-2 OS=Mus musculus GN=Plch2 PE=1 SV=2
	4
	0.7943
	1.8030
	1.3062
	1.1912
	1.0000
	1.2942
	0.7379
	0.4261420

	638
	6.362000108
	sp|P97384|ANX11_MOUSE
	Annexin A11 OS=Mus musculus GN=Anxa11 PE=1 SV=2
	4
	0.8472
	0.9376
	1.0375
	0.6668
	1.0000
	0.9727
	0.7516
	0.4263080

	525
	13.88999969
	sp|Q9CXS4|CENPV_MOUSE
	Centromere protein V OS=Mus musculus GN=Cenpv PE=2 SV=2
	3
	1.1912
	1.3062
	1.4723
	1.1803
	1.0000
	1.3552
	1.3428
	0.4268143

	1506
	3.810000047
	sp|Q3UH99|SHSA6_MOUSE
	Protein shisa-6 homolog OS=Mus musculus GN=Shisa6 PE=2 SV=1
	2
	0.4365
	1.2134
	0.7379
	0.3873
	1.0000
	0.3767
	0.5346
	0.4275795

	1129
	14.97000009
	sp|P56380|AP4A_MOUSE
	Bis(5'-nucleosyl)-tetraphosphatase [asymmetrical] OS=Mus musculus GN=Nudt2 PE=1 SV=3
	2
	0.8630
	1.0280
	0.8954
	0.9727
	1.0000
	1.0965
	0.8790
	0.4288310

	940
	5.519999936
	sp|Q99LD4|CSN1_MOUSE
	COP9 signalosome complex subunit 1 OS=Mus musculus GN=Gps1 PE=1 SV=1
	2
	0.8091
	1.0965
	1.9953
	0.3945
	1.0000
	1.6749
	0.5916
	0.4300832

	1589
	4.953999817
	sp|O35639|ANXA3_MOUSE
	Annexin A3 OS=Mus musculus GN=Anxa3 PE=1 SV=4
	2
	0.6855
	0.8551
	0.8241
	1.0864
	1.0000
	0.6792
	0.7943
	0.4301262

	1267
	4.637999833
	sp|Q3UHD6|SNX27_MOUSE
	Sorting nexin-27 OS=Mus musculus GN=Snx27 PE=1 SV=2
	2
	1.9953
	1.8535
	0.9462
	1.5996
	1.0000
	1.4723
	1.2359
	0.4303359

	995
	3.726999834
	sp|Q9DCD0|6PGD_MOUSE
	6-phosphogluconate dehydrogenase, decarboxylating OS=Mus musculus GN=Pgd PE=2 SV=3
	2
	3.2211
	0.9550
	1.0568
	1.7061
	1.0000
	1.1272
	0.9120
	0.4321722

	467
	2.363999933
	sp|Q6PB44|PTN23_MOUSE
	Tyrosine-protein phosphatase non-receptor type 23 OS=Mus musculus GN=Ptpn23 PE=1 SV=2
	4
	4.7863
	1.7061
	3.4995
	3.7325
	1.0000
	3.4356
	1.3428
	0.4328868

	566
	8.896999806
	sp|O55126|NIPS2_MOUSE
	Protein NipSnap homolog 2 OS=Mus musculus GN=Gbas PE=2 SV=1
	3
	1.1912
	1.1376
	1.3932
	1.1588
	1.0000
	1.4723
	0.3802
	0.4333414

	796
	2.71700006
	sp|Q61210|ARHG1_MOUSE
	Rho guanine nucleotide exchange factor 1 OS=Mus musculus GN=Arhgef1 PE=1 SV=2
	3
	1.2134
	0.6668
	0.8091
	0.5649
	1.0000
	1.6596
	1.4454
	0.4340534

	1103
	12.38999963
	sp|Q9Z1P6|NDUA7_MOUSE
	NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 7 OS=Mus musculus GN=Ndufa7 PE=1 SV=3
	2
	0.9120
	0.6486
	0.7379
	0.9036
	1.0000
	0.7870
	0.7112
	0.4346107

	725
	6.403999776
	sp|Q6P8X1|SNX6_MOUSE
	Sorting nexin-6 OS=Mus musculus GN=Snx6 PE=1 SV=2
	2
	0.4831
	1.0471
	0.6730
	0.6081
	1.0000
	0.3565
	0.0360
	0.4378563

	2385
	6.403999776
	sp|Q6P8X1|SNX6_MOUSE
	Sorting nexin-6 OS=Mus musculus GN=Snx6 PE=1 SV=2
	2
	0.4831
	1.0471
	0.6730
	0.6081
	1.0000
	0.3565
	0.0360
	0.4378563

	2161
	7.224000245
	sp|Q9DCT2|NDUS3_MOUSE
	NADH dehydrogenase [ubiquinone] iron-sulfur protein 3, mitochondrial OS=Mus musculus GN=Ndufs3 PE=1 SV=2
	2
	1.0000
	0.9290
	0.9204
	0.8017
	1.0000
	0.9638
	0.8241
	0.4388159

	998
	1.48
	sp|Q6P9Q6|FKB15_MOUSE
	FK506-binding protein 15 OS=Mus musculus GN=Fkbp15 PE=1 SV=2
	2
	0.7112
	0.8790
	0.9727
	0.8318
	1.0000
	0.8091
	1.1803
	0.4401579

	587
	7.423999906
	sp|P30416|FKBP4_MOUSE
	Peptidyl-prolyl cis-trans isomerase FKBP4 OS=Mus musculus GN=Fkbp4 PE=1 SV=5
	3
	1.4060
	2.0701
	0.8017
	0.3499
	1.0000
	1.3062
	1.5849
	0.4424063

	490
	6.921000034
	sp|Q9CQC6|BZW1_MOUSE
	Basic leucine zipper and W2 domain-containing protein 1 OS=Mus musculus GN=Bzw1 PE=1 SV=1
	3
	1.0471
	1.3305
	1.1066
	1.4454
	1.0000
	0.5598
	0.8790
	0.4430836

	428
	3.288999945
	sp|A2AWA9|RBGP1_MOUSE
	Rab GTPase-activating protein 1 OS=Mus musculus GN=Rabgap1 PE=2 SV=1
	4
	0.9376
	1.0093
	0.8472
	1.0471
	1.0000
	0.8790
	0.9908
	0.4432677

	1290
	2.127999999
	sp|Q8BR92|PALM2_MOUSE
	Paralemmin-2 OS=Mus musculus GN=Palm2 PE=1 SV=1
	2
	0.9204
	0.8017
	0.8241
	0.7656
	1.0000
	1.1169
	0.8395
	0.4441023

	1871
	11.42999977
	sp|P21460|CYTC_MOUSE
	Cystatin-C OS=Mus musculus GN=Cst3 PE=2 SV=2
	3
	1.0186
	1.4191
	1.5417
	1.8197
	1.0000
	1.5136
	1.8707
	0.4449572

	311
	5.486999825
	sp|O54931|AKAP2_MOUSE
	A-kinase anchor protein 2 OS=Mus musculus GN=Akap2 PE=1 SV=3
	4
	1.4723
	2.5119
	1.1169
	2.5351
	1.0000
	0.2805
	0.7586
	0.4467636

	929
	7.65599981
	sp|Q9DD18|DTD1_MOUSE
	D-tyrosyl-tRNA(Tyr) deacylase 1 OS=Mus musculus GN=Dtd1 PE=1 SV=2
	2
	1.1912
	0.8318
	0.9462
	0.9120
	1.0000
	0.9204
	0.7870
	0.4468507

	1604
	12.75999993
	sp|P62746|RHOB_MOUSE
	Rho-related GTP-binding protein RhoB OS=Mus musculus GN=Rhob PE=1 SV=1
	4
	0.5598
	0.6730
	0.5916
	0.6252
	1.0000
	0.6026
	0.5970
	0.4490048

	1043
	4.396000132
	sp|P70182|PI51A_MOUSE
	Phosphatidylinositol 4-phosphate 5-kinase type-1 alpha OS=Mus musculus GN=Pip5k1a PE=1 SV=2
	2
	0.8710
	0.4920
	0.1000
	0.3837
	1.0000
	0.8472
	0.5395
	0.4491487

	434
	6.723000109
	sp|Q99MN1|SYK_MOUSE
	Lysine--tRNA ligase OS=Mus musculus GN=Kars PE=1 SV=1
	3
	0.9817
	0.8630
	0.8954
	0.9727
	1.0000
	0.7244
	0.4613
	0.4518967

	830
	3.302999958
	sp|P80318|TCPG_MOUSE
	T-complex protein 1 subunit gamma OS=Mus musculus GN=Cct3 PE=1 SV=1
	2
	5.3951
	0.5546
	0.4055
	6.7298
	1.0000
	4.2462
	2.9376
	0.4522120

	324
	6.723999977
	sp|Q2M3X8|PHAR1_MOUSE
	Phosphatase and actin regulator 1 OS=Mus musculus GN=Phactr1 PE=1 SV=1
	4
	1.1272
	0.9638
	1.1912
	0.8630
	1.0000
	3.4041
	1.3932
	0.4523538

	951
	16.67000055
	sp|P48428|TBCA_MOUSE
	Tubulin-specific chaperone A OS=Mus musculus GN=Tbca PE=2 SV=3
	3
	0.6918
	0.3767
	0.5702
	0.5598
	1.0000
	0.6607
	0.4742
	0.4524732

	793
	8.467999846
	sp|Q9D6J6|NDUV2_MOUSE
	NADH dehydrogenase [ubiquinone] flavoprotein 2, mitochondrial OS=Mus musculus GN=Ndufv2 PE=1 SV=2
	2
	1.9055
	0.8395
	1.0666
	2.9376
	1.0000
	1.2474
	1.7701
	0.4540996

	847
	1.81499999
	sp|Q9D415|DLGP1_MOUSE
	Disks large-associated protein 1 OS=Mus musculus GN=Dlgap1 PE=1 SV=3
	2
	0.6194
	0.6546
	0.4529
	0.8091
	1.0000
	0.3221
	0.7447
	0.4548431

	775
	6.956999749
	sp|Q9ERR1|NDEL1_MOUSE
	Nuclear distribution protein nudE-like 1 OS=Mus musculus GN=Ndel1 PE=1 SV=2
	2
	0.7447
	0.6668
	0.7870
	0.2938
	1.0000
	2.6303
	0.9120
	0.4572460

	759
	7.75000006
	sp|Q8R3V5|SHLB2_MOUSE
	Endophilin-B2 OS=Mus musculus GN=Sh3glb2 PE=2 SV=2
	3
	0.8790
	0.8091
	0.9290
	0.7244
	1.0000
	1.3552
	0.9204
	0.4574953

	1311
	2.020999976
	sp|B2RY56|RBM25_MOUSE
	RNA-binding protein 25 OS=Mus musculus GN=Rbm25 PE=1 SV=1
	2
	1.1695
	0.9727
	0.9638
	1.0000
	1.0000
	0.6982
	1.0765
	0.4574984

	2351
	2.020999976
	sp|B2RY56|RBM25_MOUSE
	RNA-binding protein 25 OS=Mus musculus GN=Rbm25 PE=1 SV=1
	2
	1.1695
	0.9727
	0.9638
	1.0000
	1.0000
	0.6982
	1.0765
	0.4574984

	2610
	2.020999976
	sp|B2RY56|RBM25_MOUSE
	RNA-binding protein 25 OS=Mus musculus GN=Rbm25 PE=1 SV=1
	2
	1.1695
	0.9727
	0.9638
	1.0000
	1.0000
	0.6982
	1.0765
	0.4574984

	1479
	2.947000042
	sp|Q99JY0|ECHB_MOUSE
	Trifunctional enzyme subunit beta, mitochondrial OS=Mus musculus GN=Hadhb PE=1 SV=1
	3
	1.9770
	1.7865
	1.5276
	2.3988
	1.0000
	0.8241
	1.4454
	0.4578039

	1297
	1.83199998
	sp|P98195|ATP9B_MOUSE
	Probable phospholipid-transporting ATPase IIB OS=Mus musculus GN=Atp9b PE=2 SV=4
	2
	0.8091
	0.9376
	0.7379
	0.5598
	1.0000
	0.5445
	0.7727
	0.4588755

	894
	19.85999942
	sp|Q9CQX2|CYB5B_MOUSE
	Cytochrome b5 type B OS=Mus musculus GN=Cyb5b PE=1 SV=1
	4
	0.9204
	0.6982
	0.6081
	0.6918
	1.0000
	0.7870
	0.8395
	0.4589863

	495
	5.477000028
	sp|P32037|GTR3_MOUSE
	Solute carrier family 2, facilitated glucose transporter member 3 OS=Mus musculus GN=Slc2a3 PE=1 SV=1
	3
	0.9638
	1.4588
	1.0280
	0.9638
	1.0000
	1.3305
	0.6081
	0.4590984

	1005
	5.438999832
	sp|Q61655|DD19A_MOUSE
	ATP-dependent RNA helicase DDX19A OS=Mus musculus GN=Ddx19a PE=2 SV=2
	3
	0.9376
	0.9550
	0.9817
	0.9120
	1.0000
	0.9204
	0.9120
	0.4602514

	1286
	4.112999886
	sp|Q8C878|UBA3_MOUSE
	NEDD8-activating enzyme E1 catalytic subunit OS=Mus musculus GN=Uba3 PE=1 SV=2
	2
	0.8318
	1.2134
	0.8241
	1.0186
	1.0000
	0.5346
	0.7112
	0.4603242

	522
	4.391999915
	sp|Q9CWJ9|PUR9_MOUSE
	Bifunctional purine biosynthesis protein PURH OS=Mus musculus GN=Atic PE=1 SV=2
	3
	0.8790
	0.5395
	0.8872
	0.8630
	1.0000
	0.5808
	1.2246
	0.4605654

	1214
	4.580000043
	sp|P31938|MP2K1_MOUSE
	Dual specificity mitogen-activated protein kinase kinase 1 OS=Mus musculus GN=Map2k1 PE=1 SV=2
	2
	0.4699
	0.4246
	1.0186
	1.0471
	1.0000
	0.7798
	0.4487
	0.4610760

	477
	2.446000092
	sp|Q9JM52|MINK1_MOUSE
	Misshapen-like kinase 1 OS=Mus musculus GN=Mink1 PE=1 SV=3
	4
	1.9231
	1.3183
	0.7870
	0.7798
	1.0000
	1.5704
	0.9290
	0.4615630

	987
	1.951999962
	sp|Q9QXK3|COPG2_MOUSE
	Coatomer subunit gamma-2 OS=Mus musculus GN=Copg2 PE=2 SV=1
	2
	1.2359
	1.0765
	0.8017
	1.2134
	1.0000
	1.3932
	1.0280
	0.4620781

	419
	3.923999891
	sp|Q8BLY2|SYTC2_MOUSE
	Probable threonine--tRNA ligase 2, cytoplasmic OS=Mus musculus GN=Tarsl2 PE=2 SV=1
	3
	0.7516
	1.2706
	1.1272
	0.8954
	1.0000
	1.2023
	0.1259
	0.4631765

	261
	4.095999897
	sp|Q9QYS2|GRM3_MOUSE
	Metabotropic glutamate receptor 3 OS=Mus musculus GN=Grm3 PE=2 SV=1
	4
	0.7516
	1.3428
	1.4723
	1.9231
	1.0000
	2.4434
	0.9036
	0.4634547

	1657
	5.613999814
	sp|Q99LD8|DDAH2_MOUSE
	N(G),N(G)-dimethylarginine dimethylaminohydrolase 2 OS=Mus musculus GN=Ddah2 PE=1 SV=1
	2
	0.7379
	0.8551
	0.6368
	0.7244
	1.0000
	0.6792
	0.8954
	0.4643873

	1108
	1.656999998
	sp|Q80Y24|PRIC2_MOUSE
	Prickle-like protein 2 OS=Mus musculus GN=Prickle2 PE=1 SV=3
	2
	0.6982
	0.8318
	1.0666
	1.2246
	1.0000
	0.6730
	1.0864
	0.4658278

	779
	5.108999833
	sp|Q91VC3|IF4A3_MOUSE
	Eukaryotic initiation factor 4A-III OS=Mus musculus GN=Eif4a3 PE=2 SV=3
	3
	1.9953
	3.0761
	2.1478
	1.1695
	1.0000
	2.2699
	3.1333
	0.4692415

	403
	13.94000053
	sp|P10518|HEM2_MOUSE
	Delta-aminolevulinic acid dehydratase OS=Mus musculus GN=Alad PE=1 SV=1
	4
	0.8017
	0.9908
	1.2246
	1.2246
	1.0000
	2.0512
	0.8091
	0.4694535

	1334
	3.643999994
	sp|Q99KX1|MLF2_MOUSE
	Myeloid leukemia factor 2 OS=Mus musculus GN=Mlf2 PE=1 SV=1
	2
	1.0471
	1.6144
	0.8790
	1.3932
	1.0000
	2.0137
	1.2942
	0.4696666

	1331
	3.116999939
	sp|Q68FF6|GIT1_MOUSE
	ARF GTPase-activating protein GIT1 OS=Mus musculus GN=Git1 PE=1 SV=1
	2
	0.7379
	1.1588
	1.0471
	1.1482
	1.0000
	2.1677
	0.7870
	0.4707308

	304
	3.468000144
	sp|Q810U3|NFASC_MOUSE
	Neurofascin OS=Mus musculus GN=Nfasc PE=1 SV=1
	4
	1.0000
	1.4060
	0.9550
	1.0375
	1.0000
	0.8395
	1.1588
	0.4714825

	1065
	1.830000058
	sp|Q8CC35|SYNPO_MOUSE
	Synaptopodin OS=Mus musculus GN=Synpo PE=1 SV=2
	2
	0.9727
	1.2246
	1.4454
	1.1803
	1.0000
	4.5709
	1.2706
	0.4731949

	430
	14.74000067
	sp|Q9CWS0|DDAH1_MOUSE
	N(G),N(G)-dimethylarginine dimethylaminohydrolase 1 OS=Mus musculus GN=Ddah1 PE=1 SV=3
	4
	0.8091
	1.0864
	1.4191
	1.8030
	1.0000
	1.2942
	1.1169
	0.4733337

	777
	4.592999816
	sp|A2RT62|FXL16_MOUSE
	F-box/LRR-repeat protein 16 OS=Mus musculus GN=Fbxl16 PE=2 SV=1
	2
	0.6081
	1.0280
	1.7378
	1.3305
	1.0000
	3.2509
	1.0568
	0.4737917

	1039
	3.220000118
	sp|P59326|YTHD1_MOUSE
	YTH domain family protein 1 OS=Mus musculus GN=Ythdf1 PE=2 SV=1
	2
	6.3680
	1.9231
	6.5464
	1.9770
	1.0000
	5.9156
	5.0582
	0.4748429

	1959
	10.70000008
	sp|P61021|RAB5B_MOUSE
	Ras-related protein Rab-5B OS=Mus musculus GN=Rab5b PE=1 SV=1
	3
	0.6081
	1.1169
	0.8710
	1.1169
	1.0000
	0.8017
	0.9908
	0.4749881

	708
	2.659999952
	sp|Q80TR1|LPHN1_MOUSE
	Latrophilin-1 OS=Mus musculus GN=Lphn1 PE=1 SV=2
	3
	1.2359
	1.2942
	1.4997
	1.3183
	1.0000
	1.3428
	1.3428
	0.4752679

	1252
	2.33699996
	sp|P33175|KIF5A_MOUSE
	Kinesin heavy chain isoform 5A OS=Mus musculus GN=Kif5a PE=1 SV=3
	4
	1.3305
	0.6792
	1.0864
	0.9817
	1.0000
	1.3932
	1.4060
	0.4753882

	2125
	1.527000032
	sp|Q8VDP3|MICA1_MOUSE
	Protein-methionine sulfoxide oxidase MICAL1 OS=Mus musculus GN=Mical1 PE=1 SV=1
	2
	0.2965
	0.7727
	0.8091
	0.7178
	1.0000
	0.7870
	0.5445
	0.4774634


	562
	12.94
	sp|O70435|PSA3_MOUSE
	Proteasome subunit alpha type-3 OS=Mus musculus GN=Psma3 PE=1 SV=3
	3
	1.0093
	2.1281
	1.3804
	1.6293
	1.0000
	0.8395
	1.4723
	0.4788273

	528
	15.96000046
	sp|Q91ZR1|RAB4B_MOUSE
	Ras-related protein Rab-4B OS=Mus musculus GN=Rab4b PE=2 SV=2
	4
	1.3552
	2.0701
	1.4997
	1.5849
	1.0000
	1.4191
	1.7539
	0.4789682

	1078
	3.356000036
	sp|Q9D4H8|CUL2_MOUSE
	Cullin-2 OS=Mus musculus GN=Cul2 PE=1 SV=2
	3
	0.3837
	1.0471
	1.1803
	1.0186
	1.0000
	0.9120
	1.2246
	0.4794185

	790
	3.523999825
	sp|Q8VDM4|PSMD2_MOUSE
	26S proteasome non-ATPase regulatory subunit 2 OS=Mus musculus GN=Psmd2 PE=1 SV=1
	4
	1.1803
	1.4322
	1.2246
	1.4191
	1.0000
	0.9462
	1.2942
	0.4805095

	910
	7.665999979
	sp|Q62189|SNRPA_MOUSE
	U1 small nuclear ribonucleoprotein A OS=Mus musculus GN=Snrpa PE=2 SV=3
	3
	0.8872
	0.7727
	1.2823
	1.2359
	1.0000
	0.4487
	0.3945
	0.4805775

	1198
	2.369000018
	sp|Q6PE13|PRRT3_MOUSE
	Proline-rich transmembrane protein 3 OS=Mus musculus GN=Prrt3 PE=1 SV=1
	2
	1.7061
	0.8710
	1.3305
	1.0000
	1.0000
	0.8091
	1.5560
	0.4815202

	2319
	2.369000018
	sp|Q6PE13|PRRT3_MOUSE
	Proline-rich transmembrane protein 3 OS=Mus musculus GN=Prrt3 PE=1 SV=1
	2
	1.7061
	0.8710
	1.3305
	1.0000
	1.0000
	0.8091
	1.5560
	0.4815202

	584
	7.425999641
	sp|Q922E4|PCY2_MOUSE
	Ethanolamine-phosphate cytidylyltransferase OS=Mus musculus GN=Pcyt2 PE=1 SV=1
	4
	1.1066
	0.7656
	0.9550
	0.4831
	1.0000
	0.7656
	1.0093
	0.4816295

	1974
	4.949999973
	sp|Q61897|KT33B_MOUSE
	Keratin, type I cuticular Ha3-II OS=Mus musculus GN=Krt33b PE=2 SV=2
	3
	1.2942
	0.0711
	0.0141
	0.0809
	1.0000
	0.5546
	2.0512
	0.4817707

	1690
	4.061999917
	sp|Q9WTR5|CAD13_MOUSE
	Cadherin-13 OS=Mus musculus GN=Cdh13 PE=1 SV=2
	2
	0.9120
	0.8790
	0.9120
	1.0375
	1.0000
	0.7379
	1.1272
	0.4863828

	1134
	3.293000162
	sp|Q8R1B4|EIF3C_MOUSE
	Eukaryotic translation initiation factor 3 subunit C OS=Mus musculus GN=Eif3c PE=1 SV=1
	2
	1.5276
	0.8551
	1.0765
	0.9204
	1.0000
	1.0186
	1.1482
	0.4863997

	756
	8.192999661
	sp|Q91WK0|LRRF2_MOUSE
	Leucine-rich repeat flightless-interacting protein 2 OS=Mus musculus GN=Lrrfip2 PE=1 SV=1
	3
	3.6308
	3.0200
	2.3121
	3.9811
	1.0000
	3.1046
	1.0280
	0.4866605

	1559
	4.452000186
	sp|Q61937|NPM_MOUSE
	Nucleophosmin OS=Mus musculus GN=Npm1 PE=1 SV=1
	2
	1.1066
	0.5702
	0.8710
	1.0864
	1.0000
	1.0280
	0.7516
	0.4875368

	1268
	2.575000003
	sp|Q99KK7|DPP3_MOUSE
	Dipeptidyl peptidase 3 OS=Mus musculus GN=Dpp3 PE=2 SV=2
	2
	0.7311
	0.5200
	0.3802
	0.3767
	1.0000
	0.8630
	0.5105
	0.4895166

	1359
	2.610000037
	sp|Q8CI94|PYGB_MOUSE
	Glycogen phosphorylase, brain form OS=Mus musculus GN=Pygb PE=1 SV=3
	3
	1.1066
	1.0765
	0.9204
	0.7244
	1.0000
	0.3767
	1.3183
	0.4909910

	1280
	2.205999941
	sp|P80313|TCPH_MOUSE
	T-complex protein 1 subunit eta OS=Mus musculus GN=Cct7 PE=1 SV=1
	2
	0.7447
	0.8241
	1.1588
	0.8710
	1.0000
	0.8790
	0.0847
	0.4914564

	530
	8.303999901
	sp|Q71M36|CSPG5_MOUSE
	Chondroitin sulfate proteoglycan 5 OS=Mus musculus GN=Cspg5 PE=1 SV=2
	3
	1.0568
	1.0186
	0.9817
	1.1066
	1.0000
	1.0280
	1.0375
	0.4916755

	1156
	7.885999978
	sp|P28352|APEX1_MOUSE
	DNA-(apurinic or apyrimidinic site) lyase OS=Mus musculus GN=Apex1 PE=1 SV=2
	2
	0.9462
	1.1803
	0.6855
	0.9376
	1.0000
	0.7379
	0.5916
	0.4925813

	956
	20.62000036
	sp|Q60829|PPR1B_MOUSE
	Protein phosphatase 1 regulatory subunit 1B OS=Mus musculus GN=Ppp1r1b PE=1 SV=2
	3
	1.2589
	0.2965
	1.1482
	0.4285
	1.0000
	8.6298
	0.5702
	0.4927013

	2412
	1.343000028
	RRRRRsp|P59242|CING_MOUSE
	REVERSED Cingulin OS=Mus musculus GN=Cgn PE=1 SV=1
	3
	1.2474
	0.9727
	0.6194
	4.2073
	1.0000
	1.4060
	0.2333
	0.4936291

	397
	10.11999995
	sp|Q9CX34|SUGT1_MOUSE
	Suppressor of G2 allele of SKP1 homolog OS=Mus musculus GN=Sugt1 PE=2 SV=3
	3
	0.2559
	0.4246
	0.7943
	0.6194
	1.0000
	0.7516
	0.2606
	0.4943826

	704
	7.22900033
	sp|Q3TY60|F131B_MOUSE
	Protein FAM131B OS=Mus musculus GN=Fam131b PE=1 SV=1
	2
	0.5546
	0.5200
	0.2630
	0.4130
	1.0000
	0.3105
	0.6368
	0.4957289

	1142
	4.741000012
	sp|Q8VE52|OGRL1_MOUSE
	Opioid growth factor receptor-like protein 1 OS=Mus musculus GN=Ogfrl1 PE=2 SV=2
	2
	1.2023
	1.5704
	1.4191
	1.8030
	1.0000
	1.1169
	0.9204
	0.4957332

	457
	3.840000182
	sp|Q8BH59|CMC1_MOUSE
	Calcium-binding mitochondrial carrier protein Aralar1 OS=Mus musculus GN=Slc25a12 PE=1 SV=1
	3
	0.9727
	0.8318
	1.2706
	0.3837
	1.0000
	1.4454
	0.2655
	0.4975052

	478
	3.257000074
	sp|Q6WQJ1|DGLA_MOUSE
	Sn1-specific diacylglycerol lipase alpha OS=Mus musculus GN=Dagla PE=1 SV=2
	3
	0.1393
	3.8726
	3.6983
	2.2080
	1.0000
	6.5464
	6.1944
	0.4986838

	473
	15.64999968
	sp|Q9Z204|HNRPC_MOUSE
	Heterogeneous nuclear ribonucleoproteins C1/C2 OS=Mus musculus GN=Hnrnpc PE=1 SV=1
	4
	0.9727
	0.9462
	0.9817
	1.0375
	1.0000
	0.6792
	0.8710
	0.4990919

	462
	2.768000029
	sp|A2ALU4|SHRM2_MOUSE
	Protein Shroom2 OS=Mus musculus GN=Shroom2 PE=1 SV=1
	3
	0.7447
	0.8395
	0.8872
	0.6252
	1.0000
	0.9550
	1.0666
	0.5013610

	655
	7.455000281
	sp|P62334|PRS10_MOUSE
	26S protease regulatory subunit 10B OS=Mus musculus GN=Psmc6 PE=1 SV=1
	3
	0.9204
	1.1066
	0.8318
	0.8954
	1.0000
	0.8166
	0.8630
	0.5022740

	1586
	5.708000064
	sp|Q99K48|NONO_MOUSE
	Non-POU domain-containing octamer-binding protein OS=Mus musculus GN=Nono PE=1 SV=3
	3
	0.8551
	0.6668
	0.9290
	0.5200
	1.0000
	1.0093
	1.3428
	0.5054504

	923
	3.542999923
	sp|Q8CAA7|PGM2L_MOUSE
	Glucose 1,6-bisphosphate synthase OS=Mus musculus GN=Pgm2l1 PE=1 SV=1
	2
	0.8630
	1.4859
	0.9376
	1.5996
	1.0000
	0.9462
	1.6144
	0.5066521

	1919
	1.98800005
	sp|Q61423|KCNA4_MOUSE
	Potassium voltage-gated channel subfamily A member 4 OS=Mus musculus GN=Kcna4 PE=1 SV=2
	2
	0.9817
	0.7516
	1.0765
	1.2023
	1.0000
	4.6132
	0.2291
	0.5071352

	1117
	3.68900001
	sp|Q8K0T4|KATL1_MOUSE
	Katanin p60 ATPase-containing subunit A-like 1 OS=Mus musculus GN=Katnal1 PE=1 SV=1
	2
	0.5702
	0.5395
	1.1912
	0.5346
	1.0000
	0.3048
	0.5248
	0.5097998

	411
	12.98000067
	sp|P35279|RAB6A_MOUSE
	Ras-related protein Rab-6A OS=Mus musculus GN=Rab6a PE=1 SV=4
	4
	0.9204
	0.5297
	1.0471
	0.9462
	1.0000
	0.7656
	1.0375
	0.5114197

	1886
	15.11999965
	sp|P62307|RUXF_MOUSE
	Small nuclear ribonucleoprotein F OS=Mus musculus GN=Snrpf PE=2 SV=1
	2
	1.0471
	0.9290
	0.9290
	0.8954
	1.0000
	1.1066
	1.0471
	0.5121002

	873
	3.034999967
	sp|P28571|SC6A9_MOUSE
	Sodium- and chloride-dependent glycine transporter 1 OS=Mus musculus GN=Slc6a9 PE=2 SV=3
	2
	1.2246
	0.3565
	1.0093
	1.9231
	1.0000
	0.7516
	0.8630
	0.5127101

	1111
	5.18900007
	sp|Q8QZT1|THIL_MOUSE
	Acetyl-CoA acetyltransferase, mitochondrial OS=Mus musculus GN=Acat1 PE=1 SV=1
	4
	1.4191
	1.4997
	0.9290
	1.9055
	1.0000
	1.8880
	1.2134
	0.5146287

	696
	9.906999767
	sp|Q9D6M3|GHC1_MOUSE
	Mitochondrial glutamate carrier 1 OS=Mus musculus GN=Slc25a22 PE=1 SV=1
	3
	1.3552
	1.7865
	0.8241
	1.2823
	1.0000
	1.5136
	0.5395
	0.5152525

	1614
	10.14000028
	sp|P52483|UB2E3_MOUSE
	Ubiquitin-conjugating enzyme E2 E3 OS=Mus musculus GN=Ube2e3 PE=1 SV=2
	2
	1.3804
	1.5417
	1.7061
	1.2474
	1.0000
	1.6904
	1.6444
	0.5159087

	882
	15.53000063
	sp|P62806|H4_MOUSE
	Histone H4 OS=Mus musculus GN=Hist1h4a PE=1 SV=2
	3
	0.7943
	0.1343
	0.9290
	0.2992
	1.0000
	0.2466
	0.0296
	0.5161353

	935
	6.390000135
	sp|Q99L04|DHRS1_MOUSE
	Dehydrogenase/reductase SDR family member 1 OS=Mus musculus GN=Dhrs1 PE=2 SV=1
	2
	0.8017
	1.0471
	0.5649
	0.9462
	1.0000
	0.9376
	0.7178
	0.5181406

	533
	11.64000034
	sp|Q9CZ04|CSN7A_MOUSE
	COP9 signalosome complex subunit 7a OS=Mus musculus GN=Cops7a PE=1 SV=2
	3
	0.5861
	0.9817
	0.9727
	0.7586
	1.0000
	0.5200
	0.6607
	0.5195478

	1073
	2.769999951
	sp|Q9D0R2|SYTC_MOUSE
	Threonine--tRNA ligase, cytoplasmic OS=Mus musculus GN=Tars PE=1 SV=2
	2
	0.8954
	1.2589
	1.0000
	0.9817
	1.0000
	1.2823
	1.3305
	0.5218726

	368
	4.413000122
	sp|Q80UP3|DGKZ_MOUSE
	Diacylglycerol kinase zeta OS=Mus musculus GN=Dgkz PE=1 SV=2
	4
	0.8954
	1.0186
	0.8872
	1.0000
	1.0000
	1.1169
	0.8318
	0.5236112

	1398
	8.332999796
	sp|Q9D6G9|CKLF5_MOUSE
	CKLF-like MARVEL transmembrane domain-containing protein 5 OS=Mus musculus GN=Cmtm5 PE=1 SV=1
	2
	0.6427
	0.5495
	0.7870
	0.3499
	1.0000
	0.2377
	0.4875
	0.5268918

	666
	7.631000131
	sp|Q9WV55|VAPA_MOUSE
	Vesicle-associated membrane protein-associated protein A OS=Mus musculus GN=Vapa PE=1 SV=2
	3
	1.2706
	1.5417
	1.6904
	1.8535
	1.0000
	1.6144
	2.7040
	0.5271780

	718
	1.826000027
	sp|P70168|IMB1_MOUSE
	Importin subunit beta-1 OS=Mus musculus GN=Kpnb1 PE=1 SV=2
	2
	0.9462
	0.9727
	0.9036
	0.9908
	1.0000
	0.8472
	1.0965
	0.5278892

	1141
	3.965999931
	sp|Q9CX56|PSMD8_MOUSE
	26S proteasome non-ATPase regulatory subunit 8 OS=Mus musculus GN=Psmd8 PE=1 SV=2
	2
	3.8726
	1.6444
	1.6144
	3.0479
	1.0000
	0.7379
	2.2909
	0.5286202

	1022
	1.807999983
	sp|Q921M3|SF3B3_MOUSE
	Splicing factor 3B subunit 3 OS=Mus musculus GN=Sf3b3 PE=2 SV=1
	2
	0.3733
	0.5105
	0.6310
	0.3020
	1.0000
	0.8241
	0.4406
	0.5289945

	999
	7.267999649
	sp|O08967|CYH3_MOUSE
	Cytohesin-3 OS=Mus musculus GN=Cyth3 PE=1 SV=1
	3
	0.8318
	0.9638
	0.4571
	0.7112
	1.0000
	1.2246
	0.6252
	0.5290961

	829
	4.747999832
	sp|Q91WE1|SNX15_MOUSE
	Sorting nexin-15 OS=Mus musculus GN=Snx15 PE=2 SV=1
	2
	0.8091
	0.8395
	1.0280
	0.7516
	1.0000
	1.0864
	1.0093
	0.5303336

	1057
	2.782000042
	sp|Q9CZW5|TOM70_MOUSE
	Mitochondrial import receptor subunit TOM70 OS=Mus musculus GN=Tomm70a PE=1 SV=2
	4
	1.4997
	1.7378
	1.6596
	2.0701
	1.0000
	2.9923
	1.7865
	0.5307605

	1019
	8.29700008
	sp|Q9CXW3|CYBP_MOUSE
	Calcyclin-binding protein OS=Mus musculus GN=Cacybp PE=1 SV=1
	3
	1.2246
	0.7379
	1.0471
	0.8551
	1.0000
	1.0568
	0.6918
	0.5340198

	1307
	8.354000002
	sp|P62881|GBB5_MOUSE
	Guanine nucleotide-binding protein subunit beta-5 OS=Mus musculus GN=Gnb5 PE=1 SV=1
	3
	1.6293
	3.1333
	1.3305
	2.0137
	1.0000
	2.1478
	1.4723
	0.5362870

	1086
	2.549999952
	sp|Q3UHB8|CC177_MOUSE
	Coiled-coil domain-containing protein 177 OS=Mus musculus GN=Ccdc177 PE=1 SV=1
	2
	0.8790
	0.9120
	0.9550
	1.1066
	1.0000
	1.0864
	0.7379
	0.5381390

	2039
	3.816999868
	sp|Q922Q9|CHID1_MOUSE
	Chitinase domain-containing protein 1 OS=Mus musculus GN=Chid1 PE=2 SV=1
	2
	1.5136
	1.2134
	1.5136
	1.1066
	1.0000
	0.7870
	1.9409
	0.5389308

	1285
	2.143999934
	sp|Q80VP0|TCPR1_MOUSE
	Tectonin beta-propeller repeat-containing protein 1 OS=Mus musculus GN=Tecpr1 PE=2 SV=1
	2
	1.5996
	1.0000
	1.1376
	0.7244
	1.0000
	1.4723
	1.1588
	0.5407610

	1050
	1.554999966
	sp|Q9DBR7|MYPT1_MOUSE
	Protein phosphatase 1 regulatory subunit 12A OS=Mus musculus GN=Ppp1r12a PE=1 SV=2
	2
	0.6730
	3.4995
	2.3121
	1.0765
	1.0000
	7.4473
	4.2073
	0.5409616

	1124
	7.372999936
	sp|Q80UU9|PGRC2_MOUSE
	Membrane-associated progesterone receptor component 2 OS=Mus musculus GN=Pgrmc2 PE=1 SV=2
	2
	0.9376
	1.1066
	0.9120
	1.1272
	1.0000
	1.0471
	0.9462
	0.5415541

	1047
	3.740999848
	sp|P12367|KAP2_MOUSE
	cAMP-dependent protein kinase type II-alpha regulatory subunit OS=Mus musculus GN=Prkar2a PE=1 SV=2
	2
	1.1272
	0.8551
	1.4997
	0.9908
	1.0000
	0.5105
	1.4322
	0.5435487

	1725
	4.789000005
	sp|Q60739|BAG1_MOUSE
	BAG family molecular chaperone regulator 1 OS=Mus musculus GN=Bag1 PE=1 SV=3
	2
	1.2706
	1.2023
	1.2706
	1.1169
	1.0000
	0.8472
	1.5560
	0.5444483

	785
	4.207000136
	sp|Q8R326|PSPC1_MOUSE
	Paraspeckle component 1 OS=Mus musculus GN=Pspc1 PE=1 SV=1
	3
	1.6293
	1.2474
	1.1272
	1.9770
	1.0000
	1.2359
	1.9588
	0.5460051

	2011
	15.0000006
	sp|Q9R0Q7|TEBP_MOUSE
	Prostaglandin E synthase 3 OS=Mus musculus GN=Ptges3 PE=1 SV=1
	2
	0.4365
	0.2938
	1.0093
	0.4656
	1.0000
	1.5849
	0.2780
	0.5490880

	465
	6.744000316
	sp|P47738|ALDH2_MOUSE
	Aldehyde dehydrogenase, mitochondrial OS=Mus musculus GN=Aldh2 PE=1 SV=1
	4
	1.1482
	0.9550
	0.6427
	0.7943
	1.0000
	0.9550
	1.4322
	0.5496899

	994
	2.456000075
	sp|Q9WUT3|KS6A2_MOUSE
	Ribosomal protein S6 kinase alpha-2 OS=Mus musculus GN=Rps6ka2 PE=2 SV=1
	2
	0.6486
	0.9204
	0.5395
	0.2780
	1.0000
	1.4060
	0.8710
	0.5522597

	860
	4.967999831
	sp|Q9Z2I9|SUCB1_MOUSE
	Succinyl-CoA ligase [ADP-forming] subunit beta, mitochondrial OS=Mus musculus GN=Sucla2 PE=1 SV=2
	4
	0.5916
	0.5546
	0.7798
	0.4406
	1.0000
	0.7586
	0.7447
	0.5524020

	1968
	1.795000024
	sp|Q69ZR2|HECD1_MOUSE
	E3 ubiquitin-protein ligase HECTD1 OS=Mus musculus GN=Hectd1 PE=1 SV=2
	4
	0.7586
	1.4588
	1.3183
	1.3062
	1.0000
	1.2589
	1.8535
	0.5537366

	2440
	1.795000024
	sp|Q69ZR2|HECD1_MOUSE
	E3 ubiquitin-protein ligase HECTD1 OS=Mus musculus GN=Hectd1 PE=1 SV=2
	4
	0.7586
	1.4588
	1.3183
	1.3062
	1.0000
	1.2589
	1.8535
	0.5537366

	1768
	4.761999846
	sp|P62838|UB2D2_MOUSE
	Ubiquitin-conjugating enzyme E2 D2 OS=Mus musculus GN=Ube2d2 PE=1 SV=1
	2
	1.1588
	1.1695
	1.0765
	1.3428
	1.0000
	0.6918
	1.0965
	0.5540857

	681
	4.746000096
	sp|Q8BGD9|IF4B_MOUSE
	Eukaryotic translation initiation factor 4B OS=Mus musculus GN=Eif4b PE=1 SV=1
	3
	0.8790
	0.1459
	0.4613
	0.3565
	1.0000
	0.5012
	0.7379
	0.5564802

	372
	6.553000212
	sp|P16460|ASSY_MOUSE
	Argininosuccinate synthase OS=Mus musculus GN=Ass1 PE=1 SV=1
	4
	0.9908
	0.9204
	1.0186
	1.0000
	1.0000
	1.1272
	0.9204
	0.5575355

	1344
	2.325999923
	sp|Q99PJ0|NTRI_MOUSE
	Neurotrimin OS=Mus musculus GN=Ntm PE=2 SV=2
	2
	0.8710
	1.0965
	1.1803
	0.7379
	1.0000
	1.0864
	1.0666
	0.5598682

	1424
	1.42400004
	sp|P22682|CBL_MOUSE
	E3 ubiquitin-protein ligase CBL OS=Mus musculus GN=Cbl PE=1 SV=3
	2
	0.9908
	1.0765
	1.0666
	1.1803
	1.0000
	0.9120
	0.8790
	0.5600816

	986
	5.079000071
	sp|Q9Z0V2|KCND2_MOUSE
	Potassium voltage-gated channel subfamily D member 2 OS=Mus musculus GN=Kcnd2 PE=1 SV=1
	3
	4.3652
	3.7325
	4.9204
	5.9704
	1.0000
	8.7902
	6.4863
	0.5603834

	1114
	3.959999979
	sp|Q9DCP2|S38A3_MOUSE
	Sodium-coupled neutral amino acid transporter 3 OS=Mus musculus GN=Slc38a3 PE=1 SV=1
	3
	1.0568
	1.0765
	1.0186
	1.0568
	1.0000
	1.0471
	1.0471
	0.5630115

	1008
	5.615999922
	sp|Q91WD5|NDUS2_MOUSE
	NADH dehydrogenase [ubiquinone] iron-sulfur protein 2, mitochondrial OS=Mus musculus GN=Ndufs2 PE=1 SV=1
	3
	1.3183
	0.8318
	1.0864
	1.8197
	1.0000
	1.1695
	0.9727
	0.5642336

	1481
	13.9500007
	sp|P56391|CX6B1_MOUSE
	Cytochrome c oxidase subunit 6B1 OS=Mus musculus GN=Cox6b1 PE=1 SV=2
	2
	1.2359
	0.7586
	1.1588
	1.0765
	1.0000
	1.5276
	1.0666
	0.5652373

	1340
	1.333000045
	sp|Q8BYM5|NLGN3_MOUSE
	Neuroligin-3 OS=Mus musculus GN=Nlgn3 PE=1 SV=2
	2
	0.6918
	1.1482
	0.8395
	1.1376
	1.0000
	0.9550
	0.8166
	0.5660486

	769
	6.882999837
	sp|O35381|AN32A_MOUSE
	Acidic leucine-rich nuclear phosphoprotein 32 family member A OS=Mus musculus GN=Anp32a PE=1 SV=1
	2
	0.6607
	0.2466
	0.6792
	0.8017
	1.0000
	0.4285
	0.3981
	0.5678087

	410
	15.87000042
	sp|Q7TQI3|OTUB1_MOUSE
	Ubiquitin thioesterase OTUB1 OS=Mus musculus GN=Otub1 PE=1 SV=2
	4
	0.7798
	1.0864
	0.7870
	0.8954
	1.0000
	0.8318
	1.0666
	0.5683849

	2091
	2.435000055
	RRRRRsp|Q8BMK4|CKAP4_MOUSE
	REVERSED Cytoskeleton-associated protein 4 OS=Mus musculus GN=Ckap4 PE=2 SV=2
	2
	0.3467
	0.8318
	0.1629
	1.2359
	1.0000
	0.2489
	0.1738
	0.5687978

	483
	10.41999981
	sp|O09061|PSB1_MOUSE
	Proteasome subunit beta type-1 OS=Mus musculus GN=Psmb1 PE=1 SV=1
	3
	0.7943
	0.8710
	0.7870
	0.6668
	1.0000
	0.8091
	0.4613
	0.5689392

	2067
	4.166999832
	sp|P46664|PURA2_MOUSE
	Adenylosuccinate synthetase isozyme 2 OS=Mus musculus GN=Adss PE=1 SV=2
	4
	1.0471
	1.0186
	0.9290
	0.9550
	1.0000
	0.8790
	1.0375
	0.5714704

	600
	6.567999721
	sp|Q9Z0N1|IF2G_MOUSE
	Eukaryotic translation initiation factor 2 subunit 3, X-linked OS=Mus musculus GN=Eif2s3x PE=1 SV=2
	3
	0.7798
	1.4191
	1.1169
	0.4966
	1.0000
	1.5849
	0.5152
	0.5715710

	468
	12.16999963
	sp|Q9JKB1|UCHL3_MOUSE
	Ubiquitin carboxyl-terminal hydrolase isozyme L3 OS=Mus musculus GN=Uchl3 PE=1 SV=2
	4
	0.9638
	0.5649
	0.3373
	0.5445
	1.0000
	0.8954
	0.5445
	0.5759936

	1123
	4.067000002
	sp|P07759|SPA3K_MOUSE
	Serine protease inhibitor A3K OS=Mus musculus GN=Serpina3k PE=1 SV=2
	2
	0.4169
	0.8872
	0.8017
	0.1500
	1.0000
	0.6194
	0.4613
	0.5766157

	738
	2.129999921
	sp|Q9DBT5|AMPD2_MOUSE
	AMP deaminase 2 OS=Mus musculus GN=Ampd2 PE=1 SV=1
	2
	0.3981
	0.9290
	0.7244
	0.4742
	1.0000
	1.1482
	0.6486
	0.5769527

	934
	4.383999854
	sp|Q8CC21|TTC19_MOUSE
	Tetratricopeptide repeat protein 19, mitochondrial OS=Mus musculus GN=Ttc19 PE=1 SV=1
	2
	0.7244
	0.7943
	0.8551
	0.9727
	1.0000
	0.9638
	0.5445
	0.5773565

	448
	2.941000089
	sp|Q8CIE6|COPA_MOUSE
	Coatomer subunit alpha OS=Mus musculus GN=Copa PE=1 SV=2
	3
	3.2810
	1.3932
	1.1272
	1.3183
	1.0000
	1.4859
	2.3550
	0.5781394

	776
	2.661000006
	sp|Q8R0Y6|AL1L1_MOUSE
	Cytosolic 10-formyltetrahydrofolate dehydrogenase OS=Mus musculus GN=Aldh1l1 PE=2 SV=1
	2
	0.5598
	0.5495
	0.8241
	0.9036
	1.0000
	0.3105
	0.8318
	0.5791671

	1131
	4.049000144
	sp|O88910|MPP3_MOUSE
	MAGUK p55 subfamily member 3 OS=Mus musculus GN=Mpp3 PE=1 SV=2
	3
	0.8872
	0.9376
	0.6918
	0.7516
	1.0000
	1.4060
	0.6792
	0.5807177

	883
	3.942999989
	sp|Q8BH66|ATLA1_MOUSE
	Atlastin-1 OS=Mus musculus GN=Atl1 PE=1 SV=1
	2
	1.3428
	1.2474
	1.3804
	0.9204
	1.0000
	1.5996
	1.3305
	0.5813048

	1480
	1.470999978
	sp|P16332|MUTA_MOUSE
	Methylmalonyl-CoA mutase, mitochondrial OS=Mus musculus GN=Mut PE=2 SV=2
	2
	1.9055
	1.8365
	2.2284
	2.6303
	1.0000
	3.2211
	2.4434
	0.5817671

	963
	3.285000101
	sp|Q8BFT9|SVOP_MOUSE
	Synaptic vesicle 2-related protein OS=Mus musculus GN=Svop PE=1 SV=1
	2
	0.8395
	0.8710
	1.0666
	1.1803
	1.0000
	0.6194
	1.3677
	0.5826828

	1251
	4.053999856
	sp|Q9R0Q6|ARC1A_MOUSE
	Actin-related protein 2/3 complex subunit 1A OS=Mus musculus GN=Arpc1a PE=1 SV=1
	2
	0.7586
	1.0375
	0.6982
	0.9727
	1.0000
	0.6855
	0.9550
	0.5846177

	317
	7.184000313
	sp|O88703|HCN2_MOUSE
	Potassium/sodium hyperpolarization-activated cyclic nucleotide-gated channel 2 OS=Mus musculus GN=Hcn2 PE=1 SV=1
	4
	0.8551
	1.4588
	0.5546
	0.8630
	1.0000
	1.3804
	1.1803
	0.5882715

	954
	12.04999983
	sp|P45591|COF2_MOUSE
	Cofilin-2 OS=Mus musculus GN=Cfl2 PE=1 SV=1
	3
	0.3565
	1.0765
	0.6026
	0.2582
	1.0000
	0.8091
	1.4191
	0.5897258

	686
	2.384000085
	sp|Q9Z1G4|VPP1_MOUSE
	V-type proton ATPase 116 kDa subunit a isoform 1 OS=Mus musculus GN=Atp6v0a1 PE=1 SV=3
	3
	1.4723
	2.9923
	1.1588
	2.5351
	1.0000
	2.6303
	2.9376
	0.5904894

	549
	4.064000025
	sp|Q99MK8|ARBK1_MOUSE
	Beta-adrenergic receptor kinase 1 OS=Mus musculus GN=Adrbk1 PE=2 SV=2
	3
	1.3305
	1.8535
	1.4060
	1.6596
	1.0000
	0.7112
	1.9231
	0.5911634

	1309
	1.817999966
	sp|Q64331|MYO6_MOUSE
	Unconventional myosin-VI OS=Mus musculus GN=Myo6 PE=1 SV=1
	3
	0.5346
	1.0375
	1.2134
	1.8197
	1.0000
	0.5702
	1.1272
	0.5917768

	798
	3.620000184
	sp|Q9D8L5|CCD91_MOUSE
	Coiled-coil domain-containing protein 91 OS=Mus musculus GN=Ccdc91 PE=2 SV=2
	3
	0.9908
	1.0280
	1.3183
	1.1169
	1.0000
	1.0471
	1.0765
	0.5921138

	773
	6.528999656
	sp|Q8R164|BPHL_MOUSE
	Valacyclovir hydrolase OS=Mus musculus GN=Bphl PE=2 SV=1
	3
	0.4325
	1.1695
	0.3767
	0.9036
	1.0000
	1.1272
	0.3020
	0.5927867

	1091
	14.56999928
	sp|P62301|RS13_MOUSE
	40S ribosomal protein S13 OS=Mus musculus GN=Rps13 PE=1 SV=2
	2
	0.6607
	0.3404
	0.7516
	0.9290
	1.0000
	0.1738
	0.7943
	0.5939928

	781
	4.6670001
	sp|Q91YJ2|SNX4_MOUSE
	Sorting nexin-4 OS=Mus musculus GN=Snx4 PE=2 SV=1
	3
	0.5861
	1.1588
	0.6427
	0.6607
	1.0000
	0.2228
	0.7447
	0.5949963

	731
	2.095000073
	sp|Q5SSL4|ABR_MOUSE
	Active breakpoint cluster region-related protein OS=Mus musculus GN=Abr PE=2 SV=1
	2
	0.9290
	1.1695
	1.0666
	1.5704
	1.0000
	0.5248
	0.4093
	0.5981991

	494
	3.826000169
	sp|Q91YR7|PRP6_MOUSE
	Pre-mRNA-processing factor 6 OS=Mus musculus GN=Prpf6 PE=2 SV=1
	3
	0.6730
	1.0568
	1.0375
	0.8166
	1.0000
	1.1272
	1.0375
	0.5989992

	511
	9.059000015
	sp|Q3TDK6|ROGDI_MOUSE
	Protein rogdi homolog OS=Mus musculus GN=Rogdi PE=2 SV=2
	4
	0.5395
	1.0965
	0.5105
	0.8472
	1.0000
	0.8017
	0.6252
	0.5993178

	878
	5.431000143
	sp|O54983|CRYM_MOUSE
	Thiomorpholine-carboxylate dehydrogenase OS=Mus musculus GN=Crym PE=1 SV=1
	3
	0.8710
	2.0893
	0.9908
	1.3428
	1.0000
	0.4018
	1.5417
	0.5999819

	1162
	2.659999952
	sp|Q8QZY1|EIF3L_MOUSE
	Eukaryotic translation initiation factor 3 subunit L OS=Mus musculus GN=Eif3l PE=1 SV=1
	2
	0.9462
	1.2359
	0.3311
	0.8551
	1.0000
	1.1912
	0.8472
	0.6004881

	853
	4.340999946
	sp|O08582|GTPB1_MOUSE
	GTP-binding protein 1 OS=Mus musculus GN=Gtpbp1 PE=1 SV=2
	3
	0.1854
	0.7727
	0.5546
	0.3342
	1.0000
	0.2655
	1.0568
	0.6027141

	831
	4.847000167
	sp|Q0VE82|CPNE7_MOUSE
	Copine-7 OS=Mus musculus GN=Cpne7 PE=2 SV=1
	3
	0.6730
	2.5351
	2.2080
	1.7701
	1.0000
	0.7870
	2.2699
	0.6034074

	1294
	6.604000181
	sp|P53994|RAB2A_MOUSE
	Ras-related protein Rab-2A OS=Mus musculus GN=Rab2a PE=1 SV=1
	2
	0.8241
	1.0186
	0.5808
	1.0765
	1.0000
	0.6026
	0.9120
	0.6035427

	1017
	7.455000281
	sp|Q6ZPU9|KBP_MOUSE
	KIF1-binding protein OS=Mus musculus GN=Kbp PE=2 SV=2
	3
	0.7798
	0.9120
	0.8166
	0.9290
	1.0000
	0.9462
	0.6730
	0.6053445

	1977
	15.19999951
	sp|Q9D2U5|LSMD1_MOUSE
	LSM domain-containing protein 1 OS=Mus musculus GN=Lsmd1 PE=2 SV=1
	2
	0.6026
	0.9204
	0.7656
	0.8710
	1.0000
	0.9908
	0.5248
	0.6060890

	2596
	7.046999782
	sp|P51881|ADT2_MOUSE
	ADP/ATP translocase 2 OS=Mus musculus GN=Slc25a5 PE=1 SV=3
	3
	1.3305
	1.1376
	0.9638
	1.3305
	1.0000
	1.7378
	1.0000
	0.6084834

	730
	2.937999927
	sp|Q61301|CTNA2_MOUSE
	Catenin alpha-2 OS=Mus musculus GN=Ctnna2 PE=1 SV=3
	3
	0.8872
	0.9817
	1.0375
	1.4859
	1.0000
	1.2023
	0.6486
	0.6089039

	2541
	1.761000045
	sp|Q3TVA9|CC136_MOUSE
	Coiled-coil domain-containing protein 136 OS=Mus musculus GN=Ccdc136 PE=2 SV=2
	4
	0.7047
	0.4207
	0.3373
	0.2938
	1.0000
	0.7727
	0.3631
	0.6089454

	614
	7.735999674
	sp|Q80SW1|SAHH2_MOUSE
	Putative adenosylhomocysteinase 2 OS=Mus musculus GN=Ahcyl1 PE=1 SV=1
	4
	1.0765
	1.0765
	1.0864
	1.0186
	1.0000
	1.1066
	1.1169
	0.6103985

	426
	4.091000184
	sp|Q7M6Y3|PICA_MOUSE
	Phosphatidylinositol-binding clathrin assembly protein OS=Mus musculus GN=Picalm PE=1 SV=1
	3
	1.0471
	0.9908
	0.9638
	1.0186
	1.0000
	1.0666
	0.9817
	0.6112744

	1181
	13.63999993
	sp|O70591|PFD2_MOUSE
	Prefoldin subunit 2 OS=Mus musculus GN=Pfdn2 PE=2 SV=2
	2
	1.3677
	0.9462
	1.2474
	0.5970
	1.0000
	1.3804
	1.2706
	0.6120038

	541
	6.066999957
	sp|O08663|AMPM2_MOUSE
	Methionine aminopeptidase 2 OS=Mus musculus GN=Metap2 PE=1 SV=1
	3
	1.0471
	0.9376
	1.3552
	0.9638
	1.0000
	1.2246
	0.9908
	0.6120692

	325
	7.142999768
	sp|Q9JIS5|SV2A_MOUSE
	Synaptic vesicle glycoprotein 2A OS=Mus musculus GN=Sv2a PE=1 SV=1
	4
	1.2942
	1.6293
	1.1588
	1.7378
	1.0000
	1.4454
	0.5495
	0.6127488

	975
	10.45000032
	sp|Q9R0M6|RAB9A_MOUSE
	Ras-related protein Rab-9A OS=Mus musculus GN=Rab9a PE=1 SV=1
	2
	1.8535
	2.3121
	0.4529
	1.6904
	1.0000
	1.2823
	1.1066
	0.6136101

	689
	1.927999966
	sp|Q4KUS2|UN13A_MOUSE
	Protein unc-13 homolog A OS=Mus musculus GN=Unc13a PE=1 SV=3
	4
	1.4191
	1.5996
	0.6982
	1.8030
	1.0000
	1.5560
	1.2589
	0.6157664

	2513
	1.927999966
	sp|Q4KUS2|UN13A_MOUSE
	Protein unc-13 homolog A OS=Mus musculus GN=Unc13a PE=1 SV=3
	4
	1.4191
	1.5996
	0.6982
	1.8030
	1.0000
	1.5560
	1.2589
	0.6157664

	821
	2.091000043
	sp|Q8K4G5|ABLM1_MOUSE
	Actin-binding LIM protein 1 OS=Mus musculus GN=Ablim1 PE=1 SV=1
	2
	1.1376
	0.3565
	0.5861
	0.9638
	1.0000
	0.8241
	0.4920
	0.6166823

	275
	3.480999917
	sp|P70704|AT8A1_MOUSE
	Probable phospholipid-transporting ATPase IA OS=Mus musculus GN=Atp8a1 PE=1 SV=1
	4
	0.7943
	1.1695
	0.9376
	0.8790
	1.0000
	0.6427
	1.0471
	0.6172557

	664
	3.761000186
	sp|P54071|IDHP_MOUSE
	Isocitrate dehydrogenase [NADP], mitochondrial OS=Mus musculus GN=Idh2 PE=1 SV=3
	2
	0.7379
	0.7798
	0.6310
	0.3404
	1.0000
	0.3767
	0.7447
	0.6183362

	396
	5.992000178
	sp|Q9WUM3|COR1B_MOUSE
	Coronin-1B OS=Mus musculus GN=Coro1b PE=1 SV=1
	4
	0.7112
	0.8551
	0.5105
	0.5546
	1.0000
	1.1803
	0.4920
	0.6185672

	927
	1.372999977
	sp|Q6P4S6|SIK3_MOUSE
	Serine/threonine-protein kinase SIK3 OS=Mus musculus GN=Sik3 PE=1 SV=3
	2
	0.9638
	1.0093
	1.5849
	0.2831
	1.0000
	1.7061
	0.9462
	0.6197956

	581
	8.790999651
	sp|Q91VN4|CHCH6_MOUSE
	Coiled-coil-helix-coiled-coil-helix domain-containing protein 6, mitochondrial OS=Mus musculus GN=Chchd6 PE=2 SV=2
	3
	1.3183
	1.0280
	1.2942
	1.3183
	1.0000
	1.1588
	1.8880
	0.6198086

	919
	8.196999878
	sp|Q9D1E6|TBCB_MOUSE
	Tubulin-folding cofactor B OS=Mus musculus GN=Tbcb PE=1 SV=2
	3
	0.8318
	1.0000
	1.1588
	1.1588
	1.0000
	0.9462
	1.0864
	0.6198295

	866
	1.840999909
	sp|Q9WTQ5|AKA12_MOUSE
	A-kinase anchor protein 12 OS=Mus musculus GN=Akap12 PE=1 SV=1
	2
	0.7516
	0.4699
	0.9204
	0.8318
	1.0000
	0.8091
	0.5445
	0.6212467

	386
	7.858999819
	sp|P09103|PDIA1_MOUSE
	Protein disulfide-isomerase OS=Mus musculus GN=P4hb PE=1 SV=2
	4
	1.6293
	1.5560
	1.4997
	2.1677
	1.0000
	1.2942
	1.1272
	0.6226583

	990
	10.86999997
	sp|Q9CR98|F136A_MOUSE
	Protein FAM136A OS=Mus musculus GN=Fam136a PE=1 SV=1
	3
	1.0000
	0.5970
	1.0864
	1.0093
	1.0000
	0.9908
	0.8551
	0.6254160

	717
	2.826000005
	sp|Q8CIG8|ANM5_MOUSE
	Protein arginine N-methyltransferase 5 OS=Mus musculus GN=Prmt5 PE=1 SV=3
	2
	0.6138
	1.1376
	1.2706
	1.1803
	1.0000
	0.4169
	0.9036
	0.6275118

	2130
	5.936999992
	sp|Q8BP92|RCN2_MOUSE
	Reticulocalbin-2 OS=Mus musculus GN=Rcn2 PE=2 SV=1
	2
	1.5136
	0.5598
	2.0137
	1.1588
	1.0000
	1.9055
	0.2938
	0.6283094

	1048
	1.916999929
	sp|P37040|NCPR_MOUSE
	NADPH--cytochrome P450 reductase OS=Mus musculus GN=Por PE=1 SV=2
	2
	0.8318
	0.8790
	0.7112
	0.9817
	1.0000
	0.3597
	1.4322
	0.6286968

	926
	6.993000209
	sp|P47754|CAZA2_MOUSE
	F-actin-capping protein subunit alpha-2 OS=Mus musculus GN=Capza2 PE=1 SV=3
	2
	1.0280
	1.3062
	0.8954
	1.1912
	1.0000
	0.8017
	1.0280
	0.6287833


	649
	2.58200001
	sp|Q99P72|RTN4_MOUSE
	Reticulon-4 OS=Mus musculus GN=Rtn4 PE=1 SV=2
	4
	0.9290
	0.8241
	1.1272
	0.8630
	1.0000
	1.0666
	0.6310
	0.6288053

	627
	11.96999997
	sp|Q9CYG7|TOM34_MOUSE
	Mitochondrial import receptor subunit TOM34 OS=Mus musculus GN=Tomm34 PE=2 SV=1
	3
	0.7379
	1.3062
	0.8630
	1.0093
	1.0000
	0.4699
	0.9638
	0.6303898

	751
	8.042000234
	sp|P47753|CAZA1_MOUSE
	F-actin-capping protein subunit alpha-1 OS=Mus musculus GN=Capza1 PE=1 SV=4
	2
	1.5704
	1.3183
	0.8017
	1.1912
	1.0000
	0.5297
	1.5560
	0.6321226

	391
	4.721999913
	sp|Q3TXS7|PSMD1_MOUSE
	26S proteasome non-ATPase regulatory subunit 1 OS=Mus musculus GN=Psmd1 PE=1 SV=1
	4
	0.9376
	1.7061
	0.7112
	1.0471
	1.0000
	0.9462
	0.9638
	0.6322290

	889
	6.284999847
	sp|P05480|SRC_MOUSE
	Neuronal proto-oncogene tyrosine-protein kinase Src OS=Mus musculus GN=Src PE=1 SV=4
	4
	1.1588
	0.9204
	0.8017
	1.2474
	1.0000
	0.7047
	1.2474
	0.6326702

	800
	7.743000239
	sp|Q8BFR5|EFTU_MOUSE
	Elongation factor Tu, mitochondrial OS=Mus musculus GN=Tufm PE=1 SV=1
	3
	0.5861
	0.9376
	1.0093
	0.4093
	1.0000
	2.3335
	0.6792
	0.6347091

	740
	1.65899992
	sp|Q3UGY8|BIG3_MOUSE
	Brefeldin A-inhibited guanine nucleotide-exchange protein 3 OS=Mus musculus GN=Arfgef3 PE=1 SV=1
	3
	0.8166
	0.1923
	1.2942
	1.3305
	1.0000
	0.6792
	0.7112
	0.6348260

	674
	3.204999864
	sp|P47857|K6PF_MOUSE
	6-phosphofructokinase, muscle type OS=Mus musculus GN=Pfkm PE=1 SV=3
	3
	0.8472
	1.2474
	1.1066
	1.0000
	1.0000
	1.0666
	1.0000
	0.6355266

	801
	5.090000108
	sp|Q9ERI6|RDH14_MOUSE
	Retinol dehydrogenase 14 OS=Mus musculus GN=Rdh14 PE=1 SV=1
	2
	1.0186
	1.0864
	1.0568
	1.0765
	1.0000
	0.9817
	1.0864
	0.6365849

	339
	6.577000022
	sp|P48318|DCE1_MOUSE
	Glutamate decarboxylase 1 OS=Mus musculus GN=Gad1 PE=2 SV=2
	4
	0.8790
	1.0000
	0.8710
	1.3932
	1.0000
	0.6427
	1.0000
	0.6384610

	936
	21.33000046
	sp|Q91VR8|BRK1_MOUSE
	Protein BRICK1 OS=Mus musculus GN=Brk1 PE=2 SV=1
	2
	0.8710
	0.6310
	1.1803
	0.4875
	1.0000
	0.8551
	0.8630
	0.6392885

	532
	3.669999912
	sp|Q8BMS1|ECHA_MOUSE
	Trifunctional enzyme subunit alpha, mitochondrial OS=Mus musculus GN=Hadha PE=1 SV=1
	3
	0.8551
	1.0666
	0.9204
	0.9376
	1.0000
	0.7943
	0.9120
	0.6393171

	2180
	3.183000162
	sp|Q61239|FNTA_MOUSE
	Protein farnesyltransferase/geranylgeranyltransferase type-1 subunit alpha OS=Mus musculus GN=Fnta PE=1 SV=1
	2
	1.4191
	1.3932
	0.6730
	0.9908
	1.0000
	1.4859
	0.5702
	0.6399208

	2090
	1.55600002
	sp|Q60865|CAPR1_MOUSE
	Caprin-1 OS=Mus musculus GN=Caprin1 PE=1 SV=2
	2
	0.9462
	0.8551
	1.0568
	0.9120
	1.0000
	1.2474
	0.8710
	0.6422118

	1045
	3.869999945
	sp|Q60714|S27A1_MOUSE
	Long-chain fatty acid transport protein 1 OS=Mus musculus GN=Slc27a1 PE=1 SV=1
	2
	0.9727
	1.2706
	1.3932
	0.7047
	1.0000
	4.8753
	0.6668
	0.6428718

	1049
	5.169000104
	sp|Q3TDN2|FAF2_MOUSE
	FAS-associated factor 2 OS=Mus musculus GN=Faf2 PE=2 SV=2
	3
	0.9550
	1.0471
	0.8017
	0.7798
	1.0000
	1.1695
	1.0093
	0.6440339

	903
	1.844000071
	sp|Q9D2V7|CORO7_MOUSE
	Coronin-7 OS=Mus musculus GN=Coro7 PE=2 SV=2
	2
	1.0000
	1.1272
	1.0765
	1.2706
	1.0000
	1.1272
	1.0280
	0.6447908

	788
	5.012999848
	sp|O89112|LANC1_MOUSE
	LanC-like protein 1 OS=Mus musculus GN=Lancl1 PE=1 SV=1
	2
	1.4191
	1.3552
	0.9120
	0.9727
	1.0000
	1.8365
	0.3532
	0.6450374

	414
	5.739000067
	sp|Q91WC3|ACSL6_MOUSE
	Long-chain-fatty-acid--CoA ligase 6 OS=Mus musculus GN=Acsl6 PE=2 SV=1
	4
	1.8707
	1.9588
	1.2823
	1.7219
	1.0000
	1.6596
	1.8707
	0.6466458

	1486
	2.744000033
	sp|Q80UP8|S20A2_MOUSE
	Sodium-dependent phosphate transporter 2 OS=Mus musculus GN=Slc20a2 PE=1 SV=2
	2
	1.1066
	1.0765
	0.8091
	1.0000
	1.0000
	0.5916
	1.0965
	0.6469001

	557
	24.61999953
	sp|O55022|PGRC1_MOUSE
	Membrane-associated progesterone receptor component 1 OS=Mus musculus GN=Pgrmc1 PE=1 SV=4
	4
	1.3428
	1.2706
	1.4588
	1.9055
	1.0000
	1.4859
	1.4723
	0.6479709

	1477
	3.475999832
	sp|Q9CXT8|MPPB_MOUSE
	Mitochondrial-processing peptidase subunit beta OS=Mus musculus GN=Pmpcb PE=2 SV=1
	2
	1.1803
	1.2823
	0.7870
	0.8790
	1.0000
	1.2359
	0.9120
	0.6492847

	1598
	3.291999921
	sp|Q9WVE8|PACN2_MOUSE
	Protein kinase C and casein kinase substrate in neurons protein 2 OS=Mus musculus GN=Pacsin2 PE=1 SV=1
	2
	0.8954
	0.5546
	0.6668
	0.2679
	1.0000
	1.2246
	0.8241
	0.6494687

	602
	9.766999632
	sp|Q91V41|RAB14_MOUSE
	Ras-related protein Rab-14 OS=Mus musculus GN=Rab14 PE=1 SV=3
	3
	0.6310
	1.0568
	0.6855
	0.8551
	1.0000
	0.6607
	0.9204
	0.6501473

	540
	29.33000028
	sp|P50153|GBG4_MOUSE
	Guanine nucleotide-binding protein G(I)/G(S)/G(O) subunit gamma-4 OS=Mus musculus GN=Gng4 PE=2 SV=1
	4
	1.4322
	1.0666
	1.4723
	1.8030
	1.0000
	1.1272
	1.9409
	0.6512287

	823
	5.029999837
	sp|Q8R4N0|CLYBL_MOUSE
	Citrate lyase subunit beta-like protein, mitochondrial OS=Mus musculus GN=Clybl PE=2 SV=2
	2
	1.0000
	0.9638
	0.7047
	0.6855
	1.0000
	0.7244
	0.9204
	0.6521021

	315
	8.878999949
	sp|Q60634|FLOT2_MOUSE
	Flotillin-2 OS=Mus musculus GN=Flot2 PE=1 SV=2
	4
	0.6855
	0.7379
	0.7943
	0.8091
	1.0000
	0.6486
	0.6855
	0.6525960

	2462
	8.878999949
	sp|Q60634|FLOT2_MOUSE
	Flotillin-2 OS=Mus musculus GN=Flot2 PE=1 SV=2
	4
	0.6855
	0.7379
	0.7943
	0.8091
	1.0000
	0.6486
	0.6855
	0.6525960

	931
	8.58400017
	sp|Q64373|B2CL1_MOUSE
	Bcl-2-like protein 1 OS=Mus musculus GN=Bcl2l1 PE=1 SV=1
	2
	1.1376
	1.0093
	0.8872
	1.0280
	1.0000
	0.9550
	0.9376
	0.6527386

	580
	4.577999935
	sp|P41216|ACSL1_MOUSE
	Long-chain-fatty-acid--CoA ligase 1 OS=Mus musculus GN=Acsl1 PE=1 SV=2
	4
	0.9290
	1.0093
	0.9817
	0.9204
	1.0000
	0.9204
	0.9908
	0.6547036

	1618
	4.531000182
	sp|Q8K2T1|NMRL1_MOUSE
	NmrA-like family domain-containing protein 1 OS=Mus musculus GN=Nmral1 PE=1 SV=1
	2
	0.3767
	0.2805
	0.5702
	0.2911
	1.0000
	0.3499
	0.3908
	0.6549419

	360
	3.607000038
	sp|Q8CDG3|VCIP1_MOUSE
	Deubiquitinating protein VCIP135 OS=Mus musculus GN=Vcpip1 PE=2 SV=1
	4
	0.8710
	0.6194
	0.7244
	1.0000
	1.0000
	0.4742
	0.7798
	0.6567509

	1935
	6.521999836
	sp|P70429|EVL_MOUSE
	Ena/VASP-like protein OS=Mus musculus GN=Evl PE=1 SV=2
	3
	1.6749
	1.3183
	0.8017
	1.3062
	1.0000
	1.2474
	1.0765
	0.6578186

	980
	24.71999973
	sp|P99028|QCR6_MOUSE
	Cytochrome b-c1 complex subunit 6, mitochondrial OS=Mus musculus GN=Uqcrh PE=1 SV=2
	3
	0.8472
	0.6792
	2.0701
	1.5996
	1.0000
	1.5996
	1.3428
	0.6630912

	1013
	6.897000223
	sp|Q9QZE7|TSNAX_MOUSE
	Translin-associated protein X OS=Mus musculus GN=Tsnax PE=1 SV=1
	2
	0.6252
	0.2128
	0.2679
	0.1786
	1.0000
	0.4831
	0.2630
	0.6634379

	620
	6.015999988
	sp|Q8VDU5|SNRK_MOUSE
	SNF-related serine/threonine-protein kinase OS=Mus musculus GN=Snrk PE=1 SV=1
	3
	10.7647
	9.7275
	9.8175
	15.1356
	1.0000
	8.5507
	9.3756
	0.6642140

	1320
	11.84
	sp|P15532|NDKA_MOUSE
	Nucleoside diphosphate kinase A OS=Mus musculus GN=Nme1 PE=1 SV=1
	3
	1.4723
	2.9923
	2.3988
	3.8371
	1.0000
	2.2284
	3.6983
	0.6646314

	868
	5.951999873
	sp|Q8C078|KKCC2_MOUSE
	Calcium/calmodulin-dependent protein kinase kinase 2 OS=Mus musculus GN=Camkk2 PE=1 SV=2
	2
	4.0179
	3.4041
	4.7424
	4.5709
	1.0000
	6.7298
	6.9823
	0.6655421

	634
	2.147999965
	sp|Q00PI9|HNRL2_MOUSE
	Heterogeneous nuclear ribonucleoprotein U-like protein 2 OS=Mus musculus GN=Hnrnpul2 PE=1 SV=2
	2
	1.3428
	1.4060
	1.3552
	1.6293
	1.0000
	1.2134
	1.3428
	0.6663558

	807
	4.69099991
	sp|Q8JZX4|SPF45_MOUSE
	Splicing factor 45 OS=Mus musculus GN=Rbm17 PE=1 SV=1
	2
	1.0093
	1.0186
	1.2023
	1.0666
	1.0000
	1.2706
	1.1272
	0.6666735

	2172
	6.190000102
	sp|P30681|HMGB2_MOUSE
	High mobility group protein B2 OS=Mus musculus GN=Hmgb2 PE=1 SV=3
	3
	1.2359
	0.5598
	0.6368
	0.8318
	1.0000
	0.4446
	0.5395
	0.6680423

	508
	5.048999935
	sp|P35922|FMR1_MOUSE
	Fragile X mental retardation protein 1 homolog OS=Mus musculus GN=Fmr1 PE=1 SV=1
	3
	0.8017
	0.5861
	1.0666
	0.8241
	1.0000
	1.0666
	0.6668
	0.6704114

	1206
	11.16999984
	sp|Q9CQJ8|NDUB9_MOUSE
	NADH dehydrogenase [ubiquinone] 1 beta subcomplex subunit 9 OS=Mus musculus GN=Ndufb9 PE=1 SV=3
	2
	1.4060
	1.3552
	0.8318
	1.5996
	1.0000
	1.4454
	1.1482
	0.6706608

	764
	3.297000006
	sp|Q8VHH5|AGAP3_MOUSE
	Arf-GAP with GTPase, ANK repeat and PH domain-containing protein 3 OS=Mus musculus GN=Agap3 PE=1 SV=1
	3
	6.3680
	0.6427
	0.5916
	3.3419
	1.0000
	1.7865
	0.8790
	0.6715960

	559
	2.283000015
	sp|Q920I9|WDR7_MOUSE
	WD repeat-containing protein 7 OS=Mus musculus GN=Wdr7 PE=1 SV=3
	4
	0.9550
	1.6444
	1.2134
	1.3428
	1.0000
	1.1272
	1.2706
	0.6719767

	1133
	2.56099999
	sp|Q9Z1X4|ILF3_MOUSE
	Interleukin enhancer-binding factor 3 OS=Mus musculus GN=Ilf3 PE=1 SV=2
	3
	0.9727
	0.9727
	1.1066
	1.0666
	1.0000
	0.9638
	1.1482
	0.6724470

	890
	5.07100001
	sp|Q9JMA1|UBP14_MOUSE
	Ubiquitin carboxyl-terminal hydrolase 14 OS=Mus musculus GN=Usp14 PE=1 SV=3
	3
	0.8166
	1.3305
	0.4207
	0.7870
	1.0000
	1.4454
	0.7178
	0.6726402

	1843
	6.556999683
	sp|Q9CZX9|EMC4_MOUSE
	ER membrane protein complex subunit 4 OS=Mus musculus GN=Emc4 PE=2 SV=1
	2
	2.3550
	0.1600
	1.7378
	1.9953
	1.0000
	3.8019
	0.6486
	0.6754902

	840
	2.236999944
	sp|Q8R3S6|EXOC1_MOUSE
	Exocyst complex component 1 OS=Mus musculus GN=Exoc1 PE=2 SV=4
	2
	1.0280
	1.0093
	1.0965
	0.9290
	1.0000
	1.0280
	1.1272
	0.6778578

	851
	4.831000045
	sp|Q9CZC8|SCRN1_MOUSE
	Secernin-1 OS=Mus musculus GN=Scrn1 PE=1 SV=1
	2
	2.1677
	2.7290
	1.6293
	3.1333
	1.0000
	2.9107
	2.7797
	0.6786863

	1076
	3.708999977
	sp|Q5GH67|XKR4_MOUSE
	XK-related protein 4 OS=Mus musculus GN=Xkr4 PE=1 SV=1
	2
	0.9817
	1.8365
	0.9638
	1.6596
	1.0000
	0.5546
	3.0200
	0.6796600

	316
	6.317000091
	sp|Q9ESN6|TRIM2_MOUSE
	Tripartite motif-containing protein 2 OS=Mus musculus GN=Trim2 PE=1 SV=1
	4
	1.5276
	1.4060
	1.4588
	1.3428
	1.0000
	2.0893
	1.9588
	0.6804915

	1258
	8.490999788
	sp|P56375|ACYP2_MOUSE
	Acylphosphatase-2 OS=Mus musculus GN=Acyp2 PE=2 SV=2
	2
	1.3932
	1.0471
	0.9204
	0.7870
	1.0000
	1.8880
	1.3428
	0.6810210

	1599
	10.00000015
	sp|Q8BNY6|NCS1_MOUSE
	Neuronal calcium sensor 1 OS=Mus musculus GN=Ncs1 PE=2 SV=3
	2
	1.1169
	0.7047
	0.5200
	0.4487
	1.0000
	0.6982
	0.6252
	0.6811155

	1100
	21.43000066
	sp|P70349|HINT1_MOUSE
	Histidine triad nucleotide-binding protein 1 OS=Mus musculus GN=Hint1 PE=1 SV=3
	3
	1.3932
	1.4859
	1.5276
	2.4889
	1.0000
	1.2134
	1.8707
	0.6814736

	1330
	3.036000021
	sp|Q80VL1|TDRKH_MOUSE
	Tudor and KH domain-containing protein OS=Mus musculus GN=Tdrkh PE=1 SV=1
	2
	1.1066
	0.1690
	0.9817
	0.3908
	1.0000
	0.8551
	0.1871
	0.6840478

	367
	4.856999964
	sp|O08529|CAN2_MOUSE
	Calpain-2 catalytic subunit OS=Mus musculus GN=Capn2 PE=2 SV=4
	3
	0.3436
	1.0471
	0.5754
	0.7798
	1.0000
	0.7379
	0.4742
	0.6847266

	628
	11.90000027
	sp|Q8QZT2|CCSAP_MOUSE
	Centriole, cilia and spindle-associated protein OS=Mus musculus GN=Ccsap PE=2 SV=1
	3
	1.3428
	1.5417
	1.1588
	1.3062
	1.0000
	0.7447
	1.8365
	0.6852003

	593
	2.60700006
	sp|P70392|RGRF2_MOUSE
	Ras-specific guanine nucleotide-releasing factor 2 OS=Mus musculus GN=Rasgrf2 PE=1 SV=2
	3
	1.0280
	1.1169
	0.9727
	1.3062
	1.0000
	0.8872
	1.1588
	0.6861368

	930
	13.5800004
	sp|O70492|SNX3_MOUSE
	Sorting nexin-3 OS=Mus musculus GN=Snx3 PE=1 SV=3
	2
	1.5704
	1.8707
	2.6062
	2.9107
	1.0000
	2.6303
	0.0973
	0.6868445

	742
	2.690999955
	sp|Q8C2Q3|RBM14_MOUSE
	RNA-binding protein 14 OS=Mus musculus GN=Rbm14 PE=1 SV=1
	2
	1.2023
	1.1695
	1.2589
	1.1376
	1.0000
	0.8017
	1.5704
	0.6872979

	599
	4.534000158
	sp|P27612|PLAP_MOUSE
	Phospholipase A-2-activating protein OS=Mus musculus GN=Plaa PE=2 SV=4
	3
	0.2911
	1.2246
	0.9036
	0.1644
	1.0000
	0.8551
	0.6730
	0.6893803

	988
	13.07000071
	sp|Q9D898|ARP5L_MOUSE
	Actin-related protein 2/3 complex subunit 5-like protein OS=Mus musculus GN=Arpc5l PE=1 SV=1
	2
	0.8710
	0.9376
	0.8551
	0.7798
	1.0000
	1.5276
	0.6368
	0.6898633

	546
	8.499000221
	sp|Q9D880|TIM50_MOUSE
	Mitochondrial import inner membrane translocase subunit TIM50 OS=Mus musculus GN=Timm50 PE=1 SV=1
	3
	1.3677
	1.3804
	0.6982
	0.8166
	1.0000
	1.3677
	1.0186
	0.6907757

	1132
	3.212999925
	sp|P62754|RS6_MOUSE
	40S ribosomal protein S6 OS=Mus musculus GN=Rps6 PE=1 SV=1
	2
	0.7870
	0.7516
	1.1169
	0.6982
	1.0000
	0.4285
	1.0765
	0.6919474

	1090
	5.491999909
	sp|Q99JF8|PSIP1_MOUSE
	PC4 and SFRS1-interacting protein OS=Mus musculus GN=Psip1 PE=1 SV=1
	4
	0.7047
	0.3945
	1.3062
	0.8872
	1.0000
	1.5417
	0.3802
	0.6932922

	1018
	2.982999943
	sp|Q6PGE7|SC6A7_MOUSE
	Sodium-dependent proline transporter OS=Mus musculus GN=Slc6a7 PE=2 SV=1
	3
	0.5861
	0.6310
	0.9727
	0.4786
	1.0000
	0.7656
	0.3373
	0.6939079

	1029
	5.92099987
	sp|Q9D8W5|PSD12_MOUSE
	26S proteasome non-ATPase regulatory subunit 12 OS=Mus musculus GN=Psmd12 PE=1 SV=4
	2
	1.0280
	1.0280
	1.0186
	1.0864
	1.0000
	0.9817
	0.9817
	0.6939807

	1099
	8.365000039
	sp|Q9R1P4|PSA1_MOUSE
	Proteasome subunit alpha type-1 OS=Mus musculus GN=Psma1 PE=1 SV=1
	2
	2.3121
	1.5560
	2.8840
	2.0137
	1.0000
	2.6303
	2.4660
	0.6965000

	575
	5.779999867
	sp|Q9CPY7|AMPL_MOUSE
	Cytosol aminopeptidase OS=Mus musculus GN=Lap3 PE=1 SV=3
	3
	0.7586
	0.7178
	0.8630
	0.6368
	1.0000
	0.8710
	0.7727
	0.6972279

	702
	7.299000025
	sp|Q9JKS5|HABP4_MOUSE
	Intracellular hyaluronan-binding protein 4 OS=Mus musculus GN=Habp4 PE=2 SV=2
	2
	1.4454
	0.6792
	1.1066
	1.0000
	1.0000
	0.5808
	1.3062
	0.6975776

	1179
	4.930000007
	sp|O55125|NIPS1_MOUSE
	Protein NipSnap homolog 1 OS=Mus musculus GN=Nipsnap1 PE=1 SV=1
	3
	0.9204
	1.3932
	1.0280
	0.7727
	1.0000
	1.6444
	0.5395
	0.7001802

	1587
	6.179999933
	sp|Q9WVK4|EHD1_MOUSE
	EH domain-containing protein 1 OS=Mus musculus GN=Ehd1 PE=1 SV=1
	4
	1.4588
	0.6668
	0.9727
	1.8030
	1.0000
	0.7311
	1.1376
	0.7004079

	305
	9.494999796
	sp|Q80U23|SNPH_MOUSE
	Syntaphilin OS=Mus musculus GN=Snph PE=1 SV=3
	4
	1.0666
	1.8030
	0.9908
	1.4060
	1.0000
	1.2474
	2.0512
	0.7012108

	778
	1.939000003
	sp|Q8CHG7|RPGF2_MOUSE
	Rap guanine nucleotide exchange factor 2 OS=Mus musculus GN=Rapgef2 PE=1 SV=2
	4
	2.1281
	2.6792
	1.4322
	2.2909
	1.0000
	2.7797
	3.3113
	0.7032829

	924
	5.361000076
	sp|O88998|NOE1_MOUSE
	Noelin OS=Mus musculus GN=Olfm1 PE=1 SV=1
	2
	1.0280
	1.0666
	0.8551
	0.9120
	1.0000
	0.8017
	1.0765
	0.7037590

	1070
	4.284000024
	sp|Q61584|FXR1_MOUSE
	Fragile X mental retardation syndrome-related protein 1 OS=Mus musculus GN=Fxr1 PE=1 SV=2
	3
	1.2706
	0.9817
	0.7516
	1.4322
	1.0000
	0.9376
	0.9376
	0.7060011

	1682
	2.828999981
	sp|Q8K3H0|DP13A_MOUSE
	DCC-interacting protein 13-alpha OS=Mus musculus GN=Appl1 PE=1 SV=1
	3
	0.7870
	1.1803
	0.8395
	0.7379
	1.0000
	0.8710
	0.9376
	0.7060788

	1339
	1.56599991
	sp|Q7SIG6|ASAP2_MOUSE
	Arf-GAP with SH3 domain, ANK repeat and PH domain-containing protein 2 OS=Mus musculus GN=Asap2 PE=1 SV=3
	3
	1.1066
	1.5849
	0.5546
	1.1803
	1.0000
	1.3183
	1.2474
	0.7064142

	828
	3.116999939
	sp|Q8JZQ2|AFG32_MOUSE
	AFG3-like protein 2 OS=Mus musculus GN=Afg3l2 PE=1 SV=1
	3
	1.5417
	1.6144
	0.9817
	0.5702
	1.0000
	2.5823
	2.3335
	0.7064875

	413
	10.45000032
	sp|P63011|RAB3A_MOUSE
	Ras-related protein Rab-3A OS=Mus musculus GN=Rab3a PE=1 SV=1
	4
	1.2942
	2.0893
	1.7061
	2.3988
	1.0000
	1.6749
	2.4210
	0.7067133

	554
	9.611000121
	sp|Q9D8N0|EF1G_MOUSE
	Elongation factor 1-gamma OS=Mus musculus GN=Eef1g PE=1 SV=3
	4
	0.4130
	0.9550
	1.0568
	0.9727
	1.0000
	0.5200
	0.3311
	0.7084386

	542
	9.886000305
	sp|P62702|RS4X_MOUSE
	40S ribosomal protein S4, X isoform OS=Mus musculus GN=Rps4x PE=2 SV=2
	3
	1.0280
	0.6792
	0.8166
	0.6194
	1.0000
	0.6486
	0.8790
	0.7088585

	1194
	1.882999949
	sp|Q80TM9|NISCH_MOUSE
	Nischarin OS=Mus musculus GN=Nisch PE=1 SV=2
	3
	0.5297
	0.4571
	0.7112
	0.2729
	1.0000
	0.2911
	0.3597
	0.7092164

	683
	2.307000011
	sp|Q8C7X2|EMC1_MOUSE
	ER membrane protein complex subunit 1 OS=Mus musculus GN=Emc1 PE=1 SV=1
	2
	1.2134
	0.9817
	0.7112
	0.9120
	1.0000
	0.7656
	0.9817
	0.7095464

	1140
	1.51399998
	sp|Q58A65|JIP4_MOUSE
	C-Jun-amino-terminal kinase-interacting protein 4 OS=Mus musculus GN=Spag9 PE=1 SV=2
	2
	0.9204
	0.4246
	1.1066
	1.2823
	1.0000
	0.2270
	1.2942
	0.7120757

	493
	2.192999981
	sp|Q3U1J4|DDB1_MOUSE
	DNA damage-binding protein 1 OS=Mus musculus GN=Ddb1 PE=1 SV=2
	4
	0.9908
	1.2706
	1.0471
	1.2823
	1.0000
	0.9817
	1.3552
	0.7142687

	1583
	13.45999986
	sp|P61294|RAB6B_MOUSE
	Ras-related protein Rab-6B OS=Mus musculus GN=Rab6b PE=1 SV=1
	4
	0.6310
	1.2823
	0.8954
	0.7943
	1.0000
	1.2246
	1.0186
	0.7151267

	1279
	13.33000064
	sp|P16045|LEG1_MOUSE
	Galectin-1 OS=Mus musculus GN=Lgals1 PE=1 SV=3
	2
	0.1644
	0.4529
	0.7943
	0.6138
	1.0000
	0.0692
	0.6194
	0.7162262

	1151
	8.150000125
	sp|Q8BP27|SFR1_MOUSE
	Swi5-dependent recombination DNA repair protein 1 homolog OS=Mus musculus GN=Sfr1 PE=1 SV=2
	3
	1.0666
	1.4191
	0.7943
	0.9462
	1.0000
	1.6144
	0.2606
	0.7177081

	881
	10.10999978
	sp|Q9CPT5|NOP16_MOUSE
	Nucleolar protein 16 OS=Mus musculus GN=Nop16 PE=2 SV=1
	2
	1.5276
	0.8790
	1.2589
	1.5560
	1.0000
	1.2589
	1.3932
	0.7183928

	388
	4.465999827
	sp|P31650|S6A11_MOUSE
	Sodium- and chloride-dependent GABA transporter 3 OS=Mus musculus GN=Slc6a11 PE=1 SV=2
	3
	0.8395
	1.6144
	1.0280
	2.2080
	1.0000
	0.5808
	1.5560
	0.7187438

	597
	5.073999986
	sp|Q8R366|IGSF8_MOUSE
	Immunoglobulin superfamily member 8 OS=Mus musculus GN=Igsf8 PE=1 SV=2
	4
	0.6546
	0.8472
	0.7178
	0.7516
	1.0000
	0.4742
	0.9550
	0.7265381

	688
	1.850000024
	sp|Q80UM3|NAA15_MOUSE
	N-alpha-acetyltransferase 15, NatA auxiliary subunit OS=Mus musculus GN=Naa15 PE=1 SV=1
	2
	0.3342
	0.5012
	0.9638
	0.5861
	1.0000
	0.3436
	0.8091
	0.7270577

	1083
	5.669999868
	sp|P97441|ZNT3_MOUSE
	Zinc transporter 3 OS=Mus musculus GN=Slc30a3 PE=1 SV=1
	3
	1.0280
	0.8710
	0.8551
	0.8395
	1.0000
	1.0093
	0.9204
	0.7273979

	1137
	5.982999876
	sp|P49722|PSA2_MOUSE
	Proteasome subunit alpha type-2 OS=Mus musculus GN=Psma2 PE=1 SV=3
	2
	0.8630
	1.2246
	1.1169
	0.8872
	1.0000
	1.1066
	1.1169
	0.7277821

	766
	4.007999972
	sp|P63141|KCNA2_MOUSE
	Potassium voltage-gated channel subfamily A member 2 OS=Mus musculus GN=Kcna2 PE=1 SV=1
	2
	1.0375
	0.7656
	0.9817
	0.8551
	1.0000
	1.1695
	0.3733
	0.7278632

	564
	4.49699983
	sp|Q6PGN3|DCLK2_MOUSE
	Serine/threonine-protein kinase DCLK2 OS=Mus musculus GN=Dclk2 PE=1 SV=1
	3
	1.0093
	0.9376
	0.9727
	0.9727
	1.0000
	0.9727
	0.9036
	0.7301010

	420
	2.772000059
	sp|Q80TZ3|AUXI_MOUSE
	Putative tyrosine-protein phosphatase auxilin OS=Mus musculus GN=Dnajc6 PE=2 SV=2
	3
	0.7943
	0.9727
	0.8166
	1.0666
	1.0000
	0.5200
	0.6138
	0.7314352

	2179
	1.733000018
	RRRRRsp|A0JNT9|BICR1_MOUSE
	REVERSED Bicaudal D-related protein 1 OS=Mus musculus GN=Ccdc64 PE=1 SV=1
	2
	0.8710
	0.8395
	0.9727
	0.6855
	1.0000
	0.8472
	0.9204
	0.7326982

	1128
	5.404999852
	sp|Q6PD26|PIGS_MOUSE
	GPI transamidase component PIG-S OS=Mus musculus GN=Pigs PE=1 SV=3
	3
	0.8551
	1.3552
	1.3552
	1.4322
	1.0000
	1.4588
	1.1376
	0.7361678

	499
	8.439999819
	sp|Q60737|CSK21_MOUSE
	Casein kinase II subunit alpha OS=Mus musculus GN=Csnk2a1 PE=1 SV=2
	4
	0.7112
	0.8472
	0.8551
	0.5248
	1.0000
	0.8710
	0.6310
	0.7365796

	921
	9.20599997
	sp|Q6ZWX6|IF2A_MOUSE
	Eukaryotic translation initiation factor 2 subunit 1 OS=Mus musculus GN=Eif2s1 PE=1 SV=3
	3
	0.8395
	0.8872
	0.9817
	0.8872
	1.0000
	0.6486
	0.9376
	0.7378778

	1055
	6.306000054
	sp|Q9DB34|CHM2A_MOUSE
	Charged multivesicular body protein 2a OS=Mus musculus GN=Chmp2a PE=1 SV=1
	2
	0.7943
	0.9290
	0.9550
	0.8472
	1.0000
	0.5970
	0.9638
	0.7386425

	711
	2.061999962
	sp|Q8CH09|SUGP2_MOUSE
	SURP and G-patch domain-containing protein 2 OS=Mus musculus GN=Sugp2 PE=2 SV=2
	3
	0.6982
	1.1169
	1.7378
	1.1912
	1.0000
	1.7865
	1.2134
	0.7395059

	408
	9.02799964
	sp|Q62443|NPTX1_MOUSE
	Neuronal pentraxin-1 OS=Mus musculus GN=Nptx1 PE=2 SV=1
	4
	0.8710
	1.1482
	0.7112
	1.4191
	1.0000
	0.2805
	1.4060
	0.7414616

	1792
	6.04000017
	sp|Q9CPV4|GLOD4_MOUSE
	Glyoxalase domain-containing protein 4 OS=Mus musculus GN=Glod4 PE=2 SV=1
	2
	0.9120
	0.4246
	0.3373
	0.4365
	1.0000
	0.5445
	0.5445
	0.7418116

	856
	4.544999823
	sp|Q6NTA4|RRAGB_MOUSE
	Ras-related GTP-binding protein B OS=Mus musculus GN=Rragb PE=2 SV=1
	2
	0.9638
	0.7047
	0.9908
	1.0000
	1.0000
	0.7586
	0.9290
	0.7419747

	899
	7.301999629
	sp|O35887|CALU_MOUSE
	Calumenin OS=Mus musculus GN=Calu PE=1 SV=1
	2
	1.2942
	0.4325
	0.9204
	1.0965
	1.0000
	1.0186
	0.7311
	0.7436249

	545
	33.32999945
	sp|P26350|PTMA_MOUSE
	Prothymosin alpha OS=Mus musculus GN=Ptma PE=1 SV=2
	4
	0.7516
	0.1318
	0.8395
	0.1236
	1.0000
	0.3631
	0.4130
	0.7444554

	1136
	2.653999999
	sp|Q6PGF7|EXOC8_MOUSE
	Exocyst complex component 8 OS=Mus musculus GN=Exoc8 PE=1 SV=1
	2
	0.4207
	1.3804
	0.4446
	0.5105
	1.0000
	0.9376
	0.9550
	0.7447083

	1600
	7.215999812
	sp|P46737|BRCC3_MOUSE
	Lys-63-specific deubiquitinase BRCC36 OS=Mus musculus GN=Brcc3 PE=2 SV=1
	2
	1.3305
	1.5849
	0.9036
	1.2589
	1.0000
	1.6904
	0.7447
	0.7463116

	925
	5.931999907
	sp|Q9D4C9|CLVS1_MOUSE
	Clavesin-1 OS=Mus musculus GN=Clvs1 PE=2 SV=1
	2
	0.8241
	0.8630
	0.8091
	0.7047
	1.0000
	0.9204
	0.8091
	0.7464551

	447
	10.67999974
	sp|O54946|DNJB6_MOUSE
	DnaJ homolog subfamily B member 6 OS=Mus musculus GN=Dnajb6 PE=1 SV=4
	4
	1.1588
	0.9908
	1.3804
	1.3804
	1.0000
	0.9550
	1.1695
	0.7472854

	892
	7.69200027
	sp|P27601|GNA13_MOUSE
	Guanine nucleotide-binding protein subunit alpha-13 OS=Mus musculus GN=Gna13 PE=1 SV=1
	3
	0.8630
	0.8630
	1.6144
	1.0186
	1.0000
	1.0093
	1.1376
	0.7488464

	1204
	7.575999945
	sp|O55234|PSB5_MOUSE
	Proteasome subunit beta type-5 OS=Mus musculus GN=Psmb5 PE=1 SV=3
	2
	0.9376
	0.9376
	0.9550
	0.9204
	1.0000
	0.9638
	0.9204
	0.7506099

	877
	5.758000165
	sp|Q8K0S0|PHYIP_MOUSE
	Phytanoyl-CoA hydroxylase-interacting protein OS=Mus musculus GN=Phyhip PE=1 SV=1
	3
	0.4742
	0.8710
	0.7516
	0.3631
	1.0000
	1.0280
	0.6855
	0.7507897

	876
	1.539999992
	sp|Q810B6|ANFY1_MOUSE
	Ankyrin repeat and FYVE domain-containing protein 1 OS=Mus musculus GN=Ankfy1 PE=2 SV=2
	2
	0.9727
	0.6310
	0.8872
	0.6081
	1.0000
	0.8017
	0.7379
	0.7509478

	981
	8.536999673
	sp|P0C028|NUD11_MOUSE
	Diphosphoinositol polyphosphate phosphohydrolase 3-beta OS=Mus musculus GN=Nudt11 PE=1 SV=1
	2
	1.3183
	1.3677
	1.6596
	1.1912
	1.0000
	1.3428
	1.9231
	0.7515063

	920
	3.779999912
	sp|Q61097|KSR1_MOUSE
	Kinase suppressor of Ras 1 OS=Mus musculus GN=Ksr1 PE=1 SV=1
	2
	0.3499
	1.2474
	0.3532
	1.3305
	1.0000
	0.5346
	0.2399
	0.7536076

	466
	8.399000019
	sp|Q9DBC7|KAP0_MOUSE
	cAMP-dependent protein kinase type I-alpha regulatory subunit OS=Mus musculus GN=Prkar1a PE=1 SV=3
	4
	0.6982
	1.0471
	1.1482
	1.2134
	1.0000
	0.6982
	0.6982
	0.7540370

	813
	9.139999747
	sp|Q9Z0Y1|DCTN3_MOUSE
	Dynactin subunit 3 OS=Mus musculus GN=Dctn3 PE=2 SV=2
	2
	1.2134
	0.5916
	0.8790
	0.7516
	1.0000
	0.7447
	0.8630
	0.7548463

	1776
	5.863999948
	sp|Q921M7|FA49B_MOUSE
	Protein FAM49B OS=Mus musculus GN=Fam49b PE=2 SV=1
	2
	1.8197
	2.7040
	2.6303
	2.7542
	1.0000
	3.1046
	1.8880
	0.7570089

	1238
	1.563999988
	sp|Q9Z1Z0|USO1_MOUSE
	General vesicular transport factor p115 OS=Mus musculus GN=Uso1 PE=1 SV=2
	2
	1.4322
	1.4454
	2.1478
	1.6444
	1.0000
	1.7378
	3.0200
	0.7576591

	449
	3.722000122
	sp|Q8VD37|SGIP1_MOUSE
	SH3-containing GRB2-like protein 3-interacting protein 1 OS=Mus musculus GN=Sgip1 PE=1 SV=1
	3
	3.7670
	1.7061
	2.8054
	3.0200
	1.0000
	3.0479
	2.9648
	0.7591613

	502
	7.680000365
	sp|Q8BL65|ABLM2_MOUSE
	Actin-binding LIM protein 2 OS=Mus musculus GN=Ablim2 PE=1 SV=1
	4
	0.6982
	0.5598
	1.2942
	0.6368
	1.0000
	1.8197
	0.4656
	0.7604677

	606
	3.734999895
	sp|D3YXK2|SAFB1_MOUSE
	Scaffold attachment factor B1 OS=Mus musculus GN=Safb PE=1 SV=2
	3
	0.5702
	0.5297
	1.4997
	1.1803
	1.0000
	0.9376
	0.7178
	0.7613643

	762
	2.204000019
	sp|Q9ESZ8|GTF2I_MOUSE
	General transcription factor II-I OS=Mus musculus GN=Gtf2i PE=1 SV=3
	3
	1.0965
	0.8472
	0.9550
	1.1588
	1.0000
	0.8710
	0.9550
	0.7618977

	1921
	2.237999998
	sp|O88967|YMEL1_MOUSE
	ATP-dependent zinc metalloprotease YME1L1 OS=Mus musculus GN=Yme1l1 PE=2 SV=1
	2
	0.9290
	1.9588
	1.1066
	0.9290
	1.0000
	1.7061
	1.2589
	0.7620175

	578
	6.154000014
	sp|Q8JZK9|HMCS1_MOUSE
	Hydroxymethylglutaryl-CoA synthase, cytoplasmic OS=Mus musculus GN=Hmgcs1 PE=1 SV=1
	3
	0.6918
	0.7516
	0.6918
	0.7379
	1.0000
	0.6607
	0.5861
	0.7626139

	363
	4.410000145
	sp|Q60902|EP15R_MOUSE
	Epidermal growth factor receptor substrate 15-like 1 OS=Mus musculus GN=Eps15l1 PE=1 SV=3
	4
	1.3305
	1.4060
	1.2359
	1.5560
	1.0000
	1.0471
	1.4723
	0.7636046

	971
	10.37999988
	sp|P61082|UBC12_MOUSE
	NEDD8-conjugating enzyme Ubc12 OS=Mus musculus GN=Ube2m PE=2 SV=1
	2
	0.4406
	0.8710
	0.5754
	0.7379
	1.0000
	0.4207
	0.5861
	0.7638165

	605
	7.119999826
	sp|P62715|PP2AB_MOUSE
	Serine/threonine-protein phosphatase 2A catalytic subunit beta isoform OS=Mus musculus GN=Ppp2cb PE=1 SV=1
	3
	0.6855
	1.0186
	0.9727
	1.1272
	1.0000
	1.0666
	0.5861
	0.7677970

	1105
	2.974000014
	sp|Q60960|IMA1_MOUSE
	Importin subunit alpha-1 OS=Mus musculus GN=Kpna1 PE=1 SV=2
	2
	0.6855
	0.6026
	0.5916
	0.2911
	1.0000
	0.6546
	0.7798
	0.7695697

	624
	1.334000006
	sp|Q9JLN9|MTOR_MOUSE
	Serine/threonine-protein kinase mTOR OS=Mus musculus GN=Mtor PE=1 SV=2
	4
	1.0765
	1.0666
	1.0666
	1.1272
	1.0000
	1.0666
	1.0471
	0.7700630

	1152
	3.31799984
	sp|Q922D4|PP6R3_MOUSE
	Serine/threonine-protein phosphatase 6 regulatory subunit 3 OS=Mus musculus GN=Ppp6r3 PE=1 SV=1
	2
	4.3652
	7.5162
	6.7920
	7.7268
	1.0000
	4.6559
	8.7902
	0.7711640

	604
	4.836999997
	sp|Q01405|SC23A_MOUSE
	Protein transport protein Sec23A OS=Mus musculus GN=Sec23a PE=1 SV=2
	3
	0.8395
	0.9817
	1.0864
	0.9908
	1.0000
	0.9727
	0.8166
	0.7711878

	1464
	2.400000021
	sp|P27546|MAP4_MOUSE
	Microtubule-associated protein 4 OS=Mus musculus GN=Map4 PE=1 SV=3
	3
	0.9036
	0.9817
	0.9376
	1.0568
	1.0000
	0.7379
	0.8630
	0.7717504


	1109
	17.11000055
	sp|Q9CPQ1|COX6C_MOUSE
	Cytochrome c oxidase subunit 6C OS=Mus musculus GN=Cox6c PE=1 SV=3
	2
	1.1272
	1.3428
	1.0666
	0.9550
	1.0000
	1.8365
	0.5152
	0.7719364

	1213
	3.486000001
	sp|Q9Z2D0|MTMR9_MOUSE
	Myotubularin-related protein 9 OS=Mus musculus GN=Mtmr9 PE=2 SV=2
	2
	0.9462
	0.9376
	0.8954
	0.7943
	1.0000
	0.8790
	0.9638
	0.7722269

	1020
	5.356999859
	sp|Q62376|RU17_MOUSE
	U1 small nuclear ribonucleoprotein 70 kDa OS=Mus musculus GN=Snrnp70 PE=1 SV=2
	3
	0.9036
	0.9908
	1.0093
	0.9120
	1.0000
	0.9727
	1.0375
	0.7725004

	870
	9.290000051
	sp|Q80ZJ1|RAP2A_MOUSE
	Ras-related protein Rap-2a OS=Mus musculus GN=Rap2a PE=1 SV=2
	2
	0.7178
	1.0093
	0.8551
	1.0765
	1.0000
	0.6668
	0.8551
	0.7732602

	1621
	4.659000039
	sp|Q8BL86|MBLC2_MOUSE
	Metallo-beta-lactamase domain-containing protein 2 OS=Mus musculus GN=Mblac2 PE=2 SV=1
	2
	0.7943
	0.8872
	1.0186
	0.8872
	1.0000
	0.8630
	0.9290
	0.7734556

	452
	5.065000057
	sp|Q8CGU1|CACO1_MOUSE
	Calcium-binding and coiled-coil domain-containing protein 1 OS=Mus musculus GN=Calcoco1 PE=1 SV=2
	3
	0.9817
	2.8054
	1.9953
	2.1878
	1.0000
	4.0179
	1.5849
	0.7737546

	818
	10.36000028
	sp|Q66GT5|PTPM1_MOUSE
	Phosphatidylglycerophosphatase and protein-tyrosine phosphatase 1 OS=Mus musculus GN=Ptpmt1 PE=1 SV=1
	2
	0.8241
	0.6918
	0.8710
	0.5649
	1.0000
	0.7047
	0.7727
	0.7753394

	380
	2.449000068
	sp|Q9Z0J4|NOS1_MOUSE
	Nitric oxide synthase, brain OS=Mus musculus GN=Nos1 PE=1 SV=1
	4
	0.7244
	2.0324
	0.8318
	1.1376
	1.0000
	0.9550
	1.2589
	0.7757275

	1999
	2.985000052
	sp|O35495|CDK14_MOUSE
	Cyclin-dependent kinase 14 OS=Mus musculus GN=Cdk14 PE=2 SV=2
	2
	0.9462
	1.0765
	0.9908
	1.0280
	1.0000
	1.0471
	0.8790
	0.7829927

	464
	11.94999963
	sp|Q9QZ08|NAGK_MOUSE
	N-acetyl-D-glucosamine kinase OS=Mus musculus GN=Nagk PE=2 SV=3
	4
	1.4588
	1.1803
	0.4786
	0.7516
	1.0000
	0.8017
	1.2823
	0.7875191

	908
	15.64999968
	sp|Q9CQ86|MIEN1_MOUSE
	Migration and invasion enhancer 1 OS=Mus musculus GN=Mien1 PE=1 SV=1
	2
	0.8710
	0.5808
	1.5136
	0.6310
	1.0000
	1.1912
	0.8241
	0.7878973

	432
	12.79000044
	sp|Q80UW2|FBX2_MOUSE
	F-box only protein 2 OS=Mus musculus GN=Fbxo2 PE=1 SV=1
	4
	0.8551
	1.1272
	0.9290
	0.8017
	1.0000
	0.5649
	1.2942
	0.7884593

	997
	4.805000126
	sp|Q8CE50|SNX30_MOUSE
	Sorting nexin-30 OS=Mus musculus GN=Snx30 PE=2 SV=1
	2
	1.1482
	1.0568
	1.0568
	1.1272
	1.0000
	1.1376
	1.1376
	0.7888315

	916
	3.846000135
	sp|Q9D6Y9|GLGB_MOUSE
	1,4-alpha-glucan-branching enzyme OS=Mus musculus GN=Gbe1 PE=2 SV=1
	2
	0.6138
	0.6730
	0.4571
	0.6546
	1.0000
	0.3565
	0.5058
	0.7911925

	1335
	8.374000341
	sp|P34022|RANG_MOUSE
	Ran-specific GTPase-activating protein OS=Mus musculus GN=Ranbp1 PE=1 SV=2
	2
	1.1272
	1.2706
	2.3335
	2.5351
	1.0000
	2.2284
	1.1588
	0.7925557

	1487
	10.53000018
	sp|P62270|RS18_MOUSE
	40S ribosomal protein S18 OS=Mus musculus GN=Rps18 PE=1 SV=3
	4
	0.9204
	0.5346
	1.5136
	0.2535
	1.0000
	1.1588
	1.1588
	0.7930769

	1484
	9.443999827
	sp|O70166|STMN3_MOUSE
	Stathmin-3 OS=Mus musculus GN=Stmn3 PE=1 SV=1
	2
	1.1169
	1.1169
	1.0000
	1.3183
	1.0000
	0.8630
	1.0000
	0.7947329

	862
	2.456999943
	sp|Q5SSM3|RHG44_MOUSE
	Rho GTPase-activating protein 44 OS=Mus musculus GN=Arhgap44 PE=2 SV=1
	2
	0.6607
	0.6252
	0.7586
	0.6792
	1.0000
	0.4786
	0.7112
	0.7962255

	763
	2.321000025
	sp|Q8BPM0|DAAM1_MOUSE
	Disheveled-associated activator of morphogenesis 1 OS=Mus musculus GN=Daam1 PE=1 SV=4
	4
	0.8091
	1.0093
	0.8551
	0.7244
	1.0000
	0.8166
	0.9290
	0.7989222

	622
	4.359000176
	sp|P13020|GELS_MOUSE
	Gelsolin OS=Mus musculus GN=Gsn PE=1 SV=3
	4
	0.8472
	0.6486
	0.5754
	0.6194
	1.0000
	0.5152
	0.7798
	0.7989642

	786
	5.226000026
	sp|Q60780|GAS7_MOUSE
	Growth arrest-specific protein 7 OS=Mus musculus GN=Gas7 PE=1 SV=1
	2
	1.0765
	1.0093
	1.0765
	1.1482
	1.0000
	1.0000
	1.0186
	0.7998344

	2579
	1.523000002
	sp|Q80VM7|ANR24_MOUSE
	Ankyrin repeat domain-containing protein 24 OS=Mus musculus GN=Ankrd24 PE=2 SV=4
	3
	0.8630
	0.7447
	1.0568
	0.4656
	1.0000
	1.0864
	1.2246
	0.8011291

	808
	9.301999956
	sp|Q9QXV0|PCSK1_MOUSE
	ProSAAS OS=Mus musculus GN=Pcsk1n PE=1 SV=2
	2
	1.1272
	0.6138
	1.2134
	1.0186
	1.0000
	0.3162
	1.2942
	0.8011356

	349
	6.030000001
	sp|Q9EQH3|VPS35_MOUSE
	Vacuolar protein sorting-associated protein 35 OS=Mus musculus GN=Vps35 PE=1 SV=1
	4
	1.1912
	1.8030
	1.5136
	1.8535
	1.0000
	1.6596
	1.7865
	0.8030040

	1046
	7.336000353
	sp|O08579|EMD_MOUSE
	Emerin OS=Mus musculus GN=Emd PE=1 SV=1
	2
	0.5598
	0.7112
	0.9462
	0.6982
	1.0000
	0.4571
	0.9908
	0.8031323

	645
	4.091000184
	sp|Q9ER72|SYCC_MOUSE
	Cysteine--tRNA ligase, cytoplasmic OS=Mus musculus GN=Cars PE=1 SV=2
	3
	0.7112
	1.2823
	0.2168
	1.1169
	1.0000
	0.1690
	1.0471
	0.8038833

	758
	2.742999978
	sp|P21447|MDR1A_MOUSE
	Multidrug resistance protein 1A OS=Mus musculus GN=Abcb1a PE=1 SV=3
	4
	1.3428
	1.5136
	0.7311
	1.2023
	1.0000
	1.5560
	0.7244
	0.8038932

	1012
	3.482000157
	sp|Q9D0F3|LMAN1_MOUSE
	Protein ERGIC-53 OS=Mus musculus GN=Lman1 PE=2 SV=1
	3
	0.8472
	0.7178
	0.6855
	0.7178
	1.0000
	0.7447
	0.6427
	0.8056329

	699
	3.533999994
	sp|Q8K0E8|FIBB_MOUSE
	Fibrinogen beta chain OS=Mus musculus GN=Fgb PE=2 SV=1
	2
	1.2942
	0.6310
	0.4656
	0.3532
	1.0000
	1.5996
	0.6310
	0.8061619

	726
	2.998000011
	sp|Q61151|2A5E_MOUSE
	Serine/threonine-protein phosphatase 2A 56 kDa regulatory subunit epsilon isoform OS=Mus musculus GN=Ppp2r5e PE=2 SV=3
	2
	0.2070
	1.5136
	1.4588
	0.4207
	1.0000
	0.7586
	1.5849
	0.8066186

	713
	2.525999956
	sp|Q91XL9|OSBL1_MOUSE
	Oxysterol-binding protein-related protein 1 OS=Mus musculus GN=Osbpl1a PE=1 SV=2
	2
	0.8872
	0.7112
	0.7656
	0.4018
	1.0000
	1.3428
	0.6607
	0.8070383

	286
	3.401999921
	sp|P55012|S12A2_MOUSE
	Solute carrier family 12 member 2 OS=Mus musculus GN=Slc12a2 PE=1 SV=2
	4
	0.7943
	1.0471
	0.5970
	0.9550
	1.0000
	0.9727
	0.5058
	0.8071384

	534
	9.119000286
	sp|Q9CS42|PRPS2_MOUSE
	Ribose-phosphate pyrophosphokinase 2 OS=Mus musculus GN=Prps2 PE=1 SV=4
	3
	0.7656
	0.3631
	0.7311
	0.7656
	1.0000
	0.2333
	0.7047
	0.8080577

	700
	4.670000076
	sp|Q8VEK0|CC50A_MOUSE
	Cell cycle control protein 50A OS=Mus musculus GN=Tmem30a PE=1 SV=1
	3
	1.2823
	2.0701
	1.1169
	1.8535
	1.0000
	1.2474
	1.5276
	0.8112491

	489
	5.688999966
	sp|Q8BFU3|RN214_MOUSE
	RING finger protein 214 OS=Mus musculus GN=Rnf214 PE=2 SV=1
	3
	1.5996
	0.8091
	1.3932
	0.9817
	1.0000
	1.4588
	1.3804
	0.8117463

	1419
	2.070000023
	sp|Q80XR2|AT2C1_MOUSE
	Calcium-transporting ATPase type 2C member 1 OS=Mus musculus GN=Atp2c1 PE=1 SV=2
	2
	0.7727
	0.8091
	0.6486
	1.2706
	1.0000
	0.9727
	0.0474
	0.8134988

	399
	18.55999976
	sp|Q9R0Y5|KAD1_MOUSE
	Adenylate kinase isoenzyme 1 OS=Mus musculus GN=Ak1 PE=1 SV=1
	4
	0.7870
	0.6730
	0.9550
	0.5808
	1.0000
	0.7798
	0.7379
	0.8149593

	915
	7.999999821
	sp|Q7TQ95|LNP_MOUSE
	Protein lunapark OS=Mus musculus GN=Lnp PE=1 SV=1
	2
	0.7178
	0.6792
	1.0765
	0.6486
	1.0000
	0.8017
	0.7112
	0.8163583

	961
	11.28999963
	sp|Q9D6J5|NDUB8_MOUSE
	NADH dehydrogenase [ubiquinone] 1 beta subcomplex subunit 8, mitochondrial OS=Mus musculus GN=Ndufb8 PE=1 SV=1
	4
	0.4055
	0.4055
	1.1272
	0.5754
	1.0000
	0.5297
	0.2070
	0.8167565

	970
	13.74000013
	sp|Q9QXT0|CNPY2_MOUSE
	Protein canopy homolog 2 OS=Mus musculus GN=Cnpy2 PE=2 SV=1
	2
	1.4588
	1.0093
	1.0186
	1.3552
	1.0000
	1.1169
	1.3305
	0.8200587

	771
	5.449999869
	sp|Q8BG32|PSD11_MOUSE
	26S proteasome non-ATPase regulatory subunit 11 OS=Mus musculus GN=Psmd11 PE=1 SV=3
	2
	1.0471
	1.3932
	0.8091
	1.1272
	1.0000
	0.7178
	1.2942
	0.8204749

	701
	2.455000021
	sp|O54991|CNTP1_MOUSE
	Contactin-associated protein 1 OS=Mus musculus GN=Cntnap1 PE=1 SV=2
	4
	0.8395
	0.9120
	0.8630
	0.8710
	1.0000
	0.8017
	0.8630
	0.8222011

	487
	6.744000316
	sp|Q8R0S4|CACB4_MOUSE
	Voltage-dependent L-type calcium channel subunit beta-4 OS=Mus musculus GN=Cacnb4 PE=1 SV=2
	3
	0.9817
	2.2699
	0.7943
	1.5276
	1.0000
	1.0666
	1.4060
	0.8223326

	1217
	3.041999973
	sp|Q9JLM8|DCLK1_MOUSE
	Serine/threonine-protein kinase DCLK1 OS=Mus musculus GN=Dclk1 PE=1 SV=1
	3
	1.2589
	1.5136
	1.3183
	2.0324
	1.0000
	1.2474
	0.8790
	0.8229158

	657
	5.590999871
	sp|P47934|CACP_MOUSE
	Carnitine O-acetyltransferase OS=Mus musculus GN=Crat PE=1 SV=3
	3
	1.2134
	0.5861
	1.2359
	0.3133
	1.0000
	1.7219
	1.3804
	0.8267514

	424
	6.25
	sp|Q60770|STXB3_MOUSE
	Syntaxin-binding protein 3 OS=Mus musculus GN=Stxbp3 PE=1 SV=1
	4
	0.8472
	0.7656
	0.9376
	0.9638
	1.0000
	0.7586
	0.7586
	0.8268909

	1164
	2.631999925
	sp|P07724|ALBU_MOUSE
	Serum albumin OS=Mus musculus GN=Alb PE=1 SV=3
	2
	0.8630
	0.6668
	1.2942
	0.4246
	1.0000
	0.7870
	1.3062
	0.8269113

	343
	13.1400004
	sp|Q91YR1|TWF1_MOUSE
	Twinfilin-1 OS=Mus musculus GN=Twf1 PE=1 SV=2
	4
	0.5970
	0.8166
	0.3404
	0.2489
	1.0000
	0.4093
	0.4742
	0.8272291

	694
	2.139000036
	sp|Q64514|TPP2_MOUSE
	Tripeptidyl-peptidase 2 OS=Mus musculus GN=Tpp2 PE=2 SV=3
	3
	1.3305
	1.0965
	1.5276
	0.6607
	1.0000
	1.4588
	1.8535
	0.8273406

	437
	4.301000014
	sp|P06745|G6PI_MOUSE
	Glucose-6-phosphate isomerase OS=Mus musculus GN=Gpi PE=1 SV=4
	4
	0.6792
	0.9817
	0.8630
	0.7727
	1.0000
	1.1803
	0.5702
	0.8291823

	839
	2.806999907
	sp|P97390|VPS45_MOUSE
	Vacuolar protein sorting-associated protein 45 OS=Mus musculus GN=Vps45 PE=1 SV=1
	2
	0.5916
	1.0375
	0.5808
	1.0280
	1.0000
	0.4130
	0.6982
	0.8295188

	1016
	4.972000048
	sp|Q8K0S2|CH047_MOUSE
	Uncharacterized protein C8orf47 homolog OS=Mus musculus PE=2 SV=1
	2
	1.6444
	1.0568
	1.9231
	2.3768
	1.0000
	1.1066
	1.2942
	0.8309502

	1061
	1.583000086
	sp|Q9EPE9|AT131_MOUSE
	Probable cation-transporting ATPase 13A1 OS=Mus musculus GN=Atp13a1 PE=1 SV=2
	2
	0.9376
	0.8472
	0.8166
	1.0568
	1.0000
	0.7379
	0.5445
	0.8315015

	913
	4.492000118
	sp|O88543|CSN3_MOUSE
	COP9 signalosome complex subunit 3 OS=Mus musculus GN=Cops3 PE=1 SV=3
	2
	1.8365
	3.4041
	1.6444
	3.8371
	1.0000
	2.0893
	3.0200
	0.8325312

	1186
	1.826000027
	sp|O35375|NRP2_MOUSE
	Neuropilin-2 OS=Mus musculus GN=Nrp2 PE=2 SV=2
	2
	0.6668
	1.1169
	1.1695
	0.9120
	1.0000
	0.8954
	1.0093
	0.8351585

	1278
	22.83000052
	sp|Q9Z239|PLM_MOUSE
	Phospholemman OS=Mus musculus GN=Fxyd1 PE=1 SV=1
	2
	0.4742
	0.6368
	0.9638
	0.3802
	1.0000
	0.8551
	0.7047
	0.8352426

	1963
	2.290000021
	sp|Q8CH72|TRI32_MOUSE
	E3 ubiquitin-protein ligase TRIM32 OS=Mus musculus GN=Trim32 PE=1 SV=2
	2
	0.7586
	1.3552
	1.0765
	1.0186
	1.0000
	0.9204
	1.4997
	0.8361129

	488
	4.247999936
	sp|Q9Z0X1|AIFM1_MOUSE
	Apoptosis-inducing factor 1, mitochondrial OS=Mus musculus GN=Aifm1 PE=1 SV=1
	3
	1.5849
	1.5996
	1.2359
	1.2706
	1.0000
	2.9376
	1.1588
	0.8364761

	1365
	1.991000026
	sp|Q64213|SF01_MOUSE
	Splicing factor 1 OS=Mus musculus GN=Sf1 PE=1 SV=6
	2
	1.2246
	1.2474
	1.0471
	1.3062
	1.0000
	1.1482
	1.1588
	0.8366068

	687
	15.81999958
	sp|P61759|PFD3_MOUSE
	Prefoldin subunit 3 OS=Mus musculus GN=Vbp1 PE=2 SV=2
	4
	1.0000
	0.6607
	1.7865
	1.5276
	1.0000
	2.1478
	0.3767
	0.8371398

	277
	6.731999665
	sp|Q99K46|UBP11_MOUSE
	Ubiquitin carboxyl-terminal hydrolase 11 OS=Mus musculus GN=Usp11 PE=2 SV=4
	4
	1.0280
	0.9908
	1.0965
	1.0280
	1.0000
	1.3804
	0.5754
	0.8374874

	385
	18.52000058
	sp|Q61411|RASH_MOUSE
	GTPase HRas OS=Mus musculus GN=Hras1 PE=1 SV=2
	4
	1.4997
	1.3932
	1.0000
	1.7539
	1.0000
	1.4060
	1.2246
	0.8394102

	1492
	2.978000045
	sp|P27659|RL3_MOUSE
	60S ribosomal protein L3 OS=Mus musculus GN=Rpl3 PE=2 SV=3
	2
	1.0568
	0.5346
	1.0471
	1.0375
	1.0000
	0.2729
	1.4859
	0.8413933

	1595
	3.226000071
	sp|Q99KE1|MAOM_MOUSE
	NAD-dependent malic enzyme, mitochondrial OS=Mus musculus GN=Me2 PE=2 SV=1
	2
	1.2359
	2.3335
	2.4434
	1.6293
	1.0000
	5.7544
	0.8241
	0.8415914

	810
	6.283000112
	sp|P23242|CXA1_MOUSE
	Gap junction alpha-1 protein OS=Mus musculus GN=Gja1 PE=1 SV=2
	3
	1.1588
	1.7701
	0.8872
	1.7061
	1.0000
	0.4365
	1.5996
	0.8416049

	1824
	2.837000042
	sp|Q8VHW2|CCG8_MOUSE
	Voltage-dependent calcium channel gamma-8 subunit OS=Mus musculus GN=Cacng8 PE=1 SV=1
	3
	0.7311
	1.1272
	1.2823
	1.4060
	1.0000
	0.6607
	0.9290
	0.8418722

	859
	4.882999882
	sp|P26638|SYSC_MOUSE
	Serine--tRNA ligase, cytoplasmic OS=Mus musculus GN=Sars PE=2 SV=3
	2
	0.9727
	1.4997
	1.0375
	2.0893
	1.0000
	0.6546
	0.5702
	0.8422023

	946
	10.49999967
	sp|Q3UHX2|HAP28_MOUSE
	28 kDa heat- and acid-stable phosphoprotein OS=Mus musculus GN=Pdap1 PE=1 SV=1
	3
	0.9290
	0.3981
	0.8954
	0.6792
	1.0000
	0.6546
	0.7727
	0.8424757

	855
	3.703999892
	sp|Q91V57|CHIN_MOUSE
	N-chimaerin OS=Mus musculus GN=Chn1 PE=1 SV=2
	2
	1.6293
	1.9231
	0.2291
	0.9036
	1.0000
	1.0093
	1.7219
	0.8440128

	482
	7.620999962
	sp|P46471|PRS7_MOUSE
	26S protease regulatory subunit 7 OS=Mus musculus GN=Psmc2 PE=1 SV=5
	3
	1.0765
	1.1066
	1.0965
	1.4191
	1.0000
	0.6918
	1.1169
	0.8466940

	1602
	8.919999748
	sp|P56371|RAB4A_MOUSE
	Ras-related protein Rab-4A OS=Mus musculus GN=Rab4a PE=1 SV=1
	2
	2.3335
	2.2491
	1.8707
	2.4889
	1.0000
	1.6904
	2.9923
	0.8471248

	753
	6.487999856
	sp|Q6P1F6|2ABA_MOUSE
	Serine/threonine-protein phosphatase 2A 55 kDa regulatory subunit B alpha isoform OS=Mus musculus GN=Ppp2r2a PE=1 SV=1
	3
	1.0375
	1.7378
	0.7047
	1.0568
	1.0000
	2.7542
	0.3597
	0.8479860

	1034
	7.647000253
	sp|P62874|GBB1_MOUSE
	Guanine nucleotide-binding protein G(I)/G(S)/G(T) subunit beta-1 OS=Mus musculus GN=Gnb1 PE=1 SV=3
	3
	1.1169
	0.9908
	1.0093
	0.8790
	1.0000
	1.1588
	1.0568
	0.8489995

	2400
	7.647000253
	sp|P62874|GBB1_MOUSE
	Guanine nucleotide-binding protein G(I)/G(S)/G(T) subunit beta-1 OS=Mus musculus GN=Gnb1 PE=1 SV=3
	3
	1.1169
	0.9908
	1.0093
	0.8790
	1.0000
	1.1588
	1.0568
	0.8489995

	2181
	1.559999958
	sp|Q923D5|WBP11_MOUSE
	WW domain-binding protein 11 OS=Mus musculus GN=Wbp11 PE=1 SV=2
	2
	1.0568
	0.7516
	1.0375
	1.0568
	1.0000
	1.0375
	0.7870
	0.8522604

	610
	32.46000111
	sp|Q9JJU8|SH3L1_MOUSE
	SH3 domain-binding glutamic acid-rich-like protein OS=Mus musculus GN=Sh3bgrl PE=2 SV=1
	4
	0.8630
	0.8318
	1.1482
	1.3677
	1.0000
	0.7943
	0.4365
	0.8525702

	735
	17.01000035
	sp|Q9CZY3|UB2V1_MOUSE
	Ubiquitin-conjugating enzyme E2 variant 1 OS=Mus musculus GN=Ube2v1 PE=1 SV=1
	3
	1.0568
	1.0093
	1.2942
	1.0965
	1.0000
	1.4060
	1.0765
	0.8560179

	647
	28.00000012
	sp|Q9DCG9|TR112_MOUSE
	tRNA methyltransferase 112 homolog OS=Mus musculus GN=Trmt112 PE=2 SV=1
	3
	1.0965
	0.4699
	1.5560
	1.1695
	1.0000
	0.8017
	0.9817
	0.8574914

	1026
	2.00500004
	sp|Q9QWY8|ASAP1_MOUSE
	Arf-GAP with SH3 domain, ANK repeat and PH domain-containing protein 1 OS=Mus musculus GN=Asap1 PE=1 SV=2
	2
	1.0000
	0.8091
	0.9727
	0.8017
	1.0000
	1.0000
	0.9638
	0.8583133

	1166
	1.868000068
	sp|Q9EPU0|RENT1_MOUSE
	Regulator of nonsense transcripts 1 OS=Mus musculus GN=Upf1 PE=1 SV=2
	2
	1.2023
	1.1272
	0.7447
	0.9817
	1.0000
	1.0093
	1.0186
	0.8583824

	1167
	26.46999955
	sp|P62311|LSM3_MOUSE
	U6 snRNA-associated Sm-like protein LSm3 OS=Mus musculus GN=Lsm3 PE=2 SV=2
	2
	0.8017
	0.8318
	1.1066
	1.1169
	1.0000
	0.7047
	0.9290
	0.8601464

	1247
	4.377999902
	sp|Q9R1T4|SEPT6_MOUSE
	Septin-6 OS=Mus musculus GN=Sept6 PE=1 SV=4
	4
	0.9908
	1.1376
	0.7516
	0.9727
	1.0000
	0.9376
	0.8551
	0.8608022

	501
	3.466000035
	sp|Q9Z1R2|BAG6_MOUSE
	Large proline-rich protein BAG6 OS=Mus musculus GN=Bag6 PE=1 SV=1
	4
	0.9462
	1.1169
	1.1803
	1.0471
	1.0000
	1.1588
	1.0666
	0.8608096

	2226
	2.439000085
	sp|Q9R0L1|HSF4_MOUSE
	Heat shock factor protein 4 OS=Mus musculus GN=Hsf4 PE=1 SV=2
	2
	0.3945
	0.8017
	1.1695
	0.9638
	1.0000
	0.2938
	0.6982
	0.8608697

	461
	3.302999958
	sp|Q9JKR6|HYOU1_MOUSE
	Hypoxia up-regulated protein 1 OS=Mus musculus GN=Hyou1 PE=1 SV=1
	3
	0.9462
	1.0186
	0.9204
	1.0375
	1.0000
	0.9120
	0.9290
	0.8613051

	1096
	7.789000124
	sp|Q9QX11|CYH1_MOUSE
	Cytohesin-1 OS=Mus musculus GN=Cyth1 PE=2 SV=2
	3
	2.5823
	1.1169
	1.9588
	3.5645
	1.0000
	1.1482
	1.2474
	0.8631820

	618
	23.42000008
	sp|Q8R1B5|CPLX3_MOUSE
	Complexin-3 OS=Mus musculus GN=Cplx3 PE=1 SV=1
	3
	0.5546
	0.8091
	0.7798
	0.6668
	1.0000
	0.2355
	0.8091
	0.8642064

	1121
	3.29400003
	sp|Q60972|RBBP4_MOUSE
	Histone-binding protein RBBP4 OS=Mus musculus GN=Rbbp4 PE=1 SV=5
	2
	0.8954
	0.6607
	0.9462
	0.6668
	1.0000
	0.8630
	0.7244
	0.8650729

	517
	7.316999882
	sp|O88746|TOM1_MOUSE
	Target of Myb protein 1 OS=Mus musculus GN=Tom1 PE=1 SV=1
	3
	1.3183
	1.1272
	1.0864
	1.8197
	1.0000
	0.9290
	1.1376
	0.8656756

	1127
	2.10200008
	sp|Q9JL26|FMNL_MOUSE
	Formin-like protein 1 OS=Mus musculus GN=Fmnl1 PE=1 SV=1
	3
	0.9638
	0.9462
	1.2706
	1.0280
	1.0000
	1.0186
	1.1272
	0.8659535

	1967
	4.306000099
	sp|Q9JL62|GLTP_MOUSE
	Glycolipid transfer protein OS=Mus musculus GN=Gltp PE=2 SV=3
	2
	1.7701
	0.8551
	0.4571
	0.7516
	1.0000
	1.9770
	0.7178
	0.8669288

	770
	4.55599986
	sp|Q9CQU1|MFAP1_MOUSE
	Microfibrillar-associated protein 1 OS=Mus musculus GN=Mfap1 PE=1 SV=1
	2
	1.1588
	1.1066
	1.1376
	1.0471
	1.0000
	1.1272
	1.3062
	0.8670340

	573
	3.077000007
	sp|Q9D5V5|CUL5_MOUSE
	Cullin-5 OS=Mus musculus GN=Cul5 PE=1 SV=3
	4
	1.1803
	0.7516
	1.1272
	1.0000
	1.0000
	0.8872
	1.1066
	0.8712687

	1130
	3.046000004
	sp|P61161|ARP2_MOUSE
	Actin-related protein 2 OS=Mus musculus GN=Actr2 PE=1 SV=1
	2
	0.9204
	1.9588
	1.1482
	2.0701
	1.0000
	0.9638
	1.6144
	0.8718411

	470
	4.264000058
	sp|Q80YA9|CNKR2_MOUSE
	Connector enhancer of kinase suppressor of ras 2 OS=Mus musculus GN=Cnksr2 PE=1 SV=1
	3
	0.8551
	0.6668
	0.5445
	0.9462
	1.0000
	0.3837
	0.5546
	0.8733914

	510
	6.061000004
	sp|P59325|IF5_MOUSE
	Eukaryotic translation initiation factor 5 OS=Mus musculus GN=Eif5 PE=1 SV=1
	3
	1.5417
	1.0471
	0.7586
	1.0666
	1.0000
	0.8318
	1.4060
	0.8743948

	748
	5.418999866
	sp|O88544|CSN4_MOUSE
	COP9 signalosome complex subunit 4 OS=Mus musculus GN=Cops4 PE=1 SV=1
	2
	0.5297
	1.2942
	0.8395
	0.7178
	1.0000
	1.0666
	0.9036
	0.8746911

	298
	9.978000075
	sp|Q9Z1J3|NFS1_MOUSE
	Cysteine desulfurase, mitochondrial OS=Mus musculus GN=Nfs1 PE=2 SV=2
	4
	1.6596
	1.6293
	1.4859
	1.7865
	1.0000
	1.6904
	2.0701
	0.8747956

	1075
	5.181000009
	sp|Q80WJ7|LYRIC_MOUSE
	Protein LYRIC OS=Mus musculus GN=Mtdh PE=1 SV=1
	2
	0.3698
	1.5849
	0.3597
	0.4742
	1.0000
	1.0965
	0.2377
	0.8749362

	1001
	1.900999993
	sp|Q9JL04|FMN2_MOUSE
	Formin-2 OS=Mus musculus GN=Fmn2 PE=1 SV=2
	2
	0.6792
	0.6252
	1.6596
	1.1066
	1.0000
	0.4018
	1.7219
	0.8766305

	1191
	2.996000089
	sp|P28741|KIF3A_MOUSE
	Kinesin-like protein KIF3A OS=Mus musculus GN=Kif3a PE=1 SV=2
	3
	1.0568
	0.6546
	0.8954
	0.6368
	1.0000
	1.0765
	0.6546
	0.8780517

	1992
	3.660999984
	sp|Q8VEJ9|VPS4A_MOUSE
	Vacuolar protein sorting-associated protein 4A OS=Mus musculus GN=Vps4a PE=1 SV=1
	2
	0.6081
	0.6252
	0.8318
	0.6855
	1.0000
	0.9290
	0.2704
	0.8783004

	1610
	2.291999944
	sp|Q9QUN9|DKK3_MOUSE
	Dickkopf-related protein 3 OS=Mus musculus GN=Dkk3 PE=1 SV=1
	2
	0.8091
	0.6982
	1.4060
	0.6194
	1.0000
	1.4859
	0.5808
	0.8790413

	425
	10.05999967
	sp|Q9DAR7|DCPS_MOUSE
	m7GpppX diphosphatase OS=Mus musculus GN=Dcps PE=1 SV=1
	4
	1.1912
	0.8166
	0.8318
	0.8017
	1.0000
	0.9817
	0.9290
	0.8792649

	1893
	16.2499994
	sp|P59648|FXYD7_MOUSE
	FXYD domain-containing ion transport regulator 7 OS=Mus musculus GN=Fxyd7 PE=1 SV=1
	2
	1.3552
	0.9908
	0.8872
	1.2134
	1.0000
	0.8954
	1.3062
	0.8795646

	334
	14.0200004
	sp|P97351|RS3A_MOUSE
	40S ribosomal protein S3a OS=Mus musculus GN=Rps3a PE=1 SV=3
	4
	1.5849
	0.6982
	1.0093
	0.7244
	1.0000
	0.5598
	1.8535
	0.8820983

	922
	8.397000283
	sp|Q9R0U0|SRS10_MOUSE
	Serine/arginine-rich splicing factor 10 OS=Mus musculus GN=Srsf10 PE=1 SV=2
	3
	0.6730
	0.9908
	0.9204
	0.8954
	1.0000
	0.2780
	1.1272
	0.8843542

	907
	2.517000027
	sp|Q6KAR6|EXOC3_MOUSE
	Exocyst complex component 3 OS=Mus musculus GN=Exoc3 PE=1 SV=2
	2
	0.9376
	1.0375
	1.2359
	1.0280
	1.0000
	1.0864
	1.2246
	0.8843611

	760
	2.641999908
	sp|O35286|DHX15_MOUSE
	Putative pre-mRNA-splicing factor ATP-dependent RNA helicase DHX15 OS=Mus musculus GN=Dhx15 PE=2 SV=2
	2
	1.0093
	1.3183
	1.1588
	1.0765
	1.0000
	1.2823
	1.2246
	0.8855916

	331
	3.773999959
	sp|Q6P9K8|CSKI1_MOUSE
	Caskin-1 OS=Mus musculus GN=Caskin1 PE=1 SV=2
	4
	0.9376
	1.0280
	0.7178
	1.3428
	1.0000
	0.3436
	1.0471
	0.8873172

	996
	4.018000141
	sp|O88597|BECN1_MOUSE
	Beclin-1 OS=Mus musculus GN=Becn1 PE=1 SV=3
	2
	1.1912
	0.9908
	0.6730
	0.8630
	1.0000
	0.8166
	1.2246
	0.8892889

	497
	7.81499967
	sp|Q3ULD5|MCCB_MOUSE
	Methylcrotonoyl-CoA carboxylase beta chain, mitochondrial OS=Mus musculus GN=Mccc2 PE=2 SV=1
	3
	3.0200
	2.3121
	1.7865
	1.4859
	1.0000
	2.1478
	5.5976
	0.8895766

	880
	10.36000028
	sp|P35282|RAB21_MOUSE
	Ras-related protein Rab-21 OS=Mus musculus GN=Rab21 PE=1 SV=4
	2
	0.6252
	1.6444
	0.9120
	1.8535
	1.0000
	1.3062
	0.3373
	0.8934091

	973
	14.63000029
	sp|Q9Z0F7|SYUG_MOUSE
	Gamma-synuclein OS=Mus musculus GN=Sncg PE=1 SV=1
	4
	0.6310
	0.5248
	0.9817
	0.3404
	1.0000
	0.9204
	0.7047
	0.8956205

	979
	25
	sp|Q9DAS9|GBG12_MOUSE
	Guanine nucleotide-binding protein G(I)/G(S)/G(O) subunit gamma-12 OS=Mus musculus GN=Gng12 PE=1 SV=3
	3
	1.2134
	0.9462
	1.0186
	1.1912
	1.0000
	0.5152
	1.6904
	0.8979638

	1062
	3.5050001
	sp|Q91V09|WDR13_MOUSE
	WD repeat-containing protein 13 OS=Mus musculus GN=Wdr13 PE=1 SV=1
	2
	0.8395
	0.6546
	0.8166
	0.6138
	1.0000
	0.6081
	0.7943
	0.8980506

	1122
	5.339999869
	sp|Q9QYJ0|DNJA2_MOUSE
	DnaJ homolog subfamily A member 2 OS=Mus musculus GN=Dnaja2 PE=1 SV=1
	3
	1.1912
	0.7244
	0.8017
	1.5276
	1.0000
	0.6546
	0.5916
	0.8986274

	1092
	8.955000341
	sp|Q61166|MARE1_MOUSE
	Microtubule-associated protein RP/EB family member 1 OS=Mus musculus GN=Mapre1 PE=1 SV=3
	3
	0.7047
	0.9550
	0.6026
	0.6026
	1.0000
	0.8710
	0.6194
	0.8998396

	795
	4.461999983
	sp|Q11136|PEPD_MOUSE
	Xaa-Pro dipeptidase OS=Mus musculus GN=Pepd PE=2 SV=3
	3
	0.8241
	0.4018
	0.6546
	0.7870
	1.0000
	0.3048
	0.2965
	0.9032157

	746
	1.83199998
	sp|Q2PFD7|PSD3_MOUSE
	PH and SEC7 domain-containing protein 3 OS=Mus musculus GN=Psd3 PE=1 SV=2
	2
	1.2023
	1.0965
	0.7244
	1.7378
	1.0000
	0.1514
	1.3552
	0.9035277

	938
	2.586999908
	sp|Q9R1V4|ADA11_MOUSE
	Disintegrin and metalloproteinase domain-containing protein 11 OS=Mus musculus GN=Adam11 PE=1 SV=2
	2
	1.3932
	2.4210
	1.2474
	2.1281
	1.0000
	1.3677
	2.5119
	0.9043686

	635
	18.75
	sp|P62984|RL40_MOUSE
	Ubiquitin-60S ribosomal protein L40 OS=Mus musculus GN=Uba52 PE=1 SV=2
	4
	0.8017
	0.3467
	1.2823
	0.2443
	1.0000
	1.0093
	0.8318
	0.9052559

	366
	3.745000064
	sp|Q9JKY5|HIP1R_MOUSE
	Huntingtin-interacting protein 1-related protein OS=Mus musculus GN=Hip1r PE=1 SV=2
	4
	1.3183
	1.0186
	1.6144
	0.8091
	1.0000
	2.8314
	0.9204
	0.9058469

	952
	30.43000102
	sp|P62858|RS28_MOUSE
	40S ribosomal protein S28 OS=Mus musculus GN=Rps28 PE=2 SV=1
	2
	0.7656
	0.7244
	1.3305
	0.8710
	1.0000
	1.1066
	0.8710
	0.9059834

	1763
	2.494000085
	sp|Q9D9E0|S22AH_MOUSE
	Solute carrier family 22 member 17 OS=Mus musculus GN=Slc22a17 PE=2 SV=2
	2
	0.9290
	1.0186
	1.0000
	1.0666
	1.0000
	0.8395
	1.0568
	0.9062566

	710
	8.045999706
	sp|P12658|CALB1_MOUSE
	Calbindin OS=Mus musculus GN=Calb1 PE=1 SV=2
	2
	0.9204
	1.2706
	1.1169
	1.0280
	1.0000
	1.6749
	0.8241
	0.9067186

	319
	10.66000015
	sp|P48036|ANXA5_MOUSE
	Annexin A5 OS=Mus musculus GN=Anxa5 PE=1 SV=1
	4
	0.6982
	0.6855
	0.7112
	0.4656
	1.0000
	0.4130
	0.8318
	0.9068850

	453
	5.644999817
	sp|Q8QZR5|ALAT1_MOUSE
	Alanine aminotransferase 1 OS=Mus musculus GN=Gpt PE=2 SV=3
	3
	0.8630
	0.9638
	0.9727
	1.1066
	1.0000
	0.8395
	0.7379
	0.9090970

	661
	6.909999996
	sp|O35344|IMA3_MOUSE
	Importin subunit alpha-3 OS=Mus musculus GN=Kpna3 PE=1 SV=1
	3
	0.5546
	0.9204
	0.6918
	0.6546
	1.0000
	0.2535
	1.0965
	0.9101289

	1161
	15.25000036
	sp|P62869|ELOB_MOUSE
	Transcription elongation factor B polypeptide 2 OS=Mus musculus GN=Tceb2 PE=1 SV=1
	2
	0.8241
	0.9550
	0.9550
	1.0965
	1.0000
	0.9908
	0.6194
	0.9105936

	594
	9.319999814
	sp|Q8BWT1|THIM_MOUSE
	3-ketoacyl-CoA thiolase, mitochondrial OS=Mus musculus GN=Acaa2 PE=1 SV=3
	3
	1.2589
	1.0965
	1.6596
	1.1803
	1.0000
	0.7798
	2.6303
	0.9128679

	679
	5.454999954
	sp|Q8QZS1|HIBCH_MOUSE
	3-hydroxyisobutyryl-CoA hydrolase, mitochondrial OS=Mus musculus GN=Hibch PE=1 SV=1
	2
	1.7865
	1.6144
	0.5598
	1.5996
	1.0000
	1.9588
	0.9204
	0.9137761

	1952
	1.482999977
	sp|P36916|GNL1_MOUSE
	Guanine nucleotide-binding protein-like 1 OS=Mus musculus GN=Gnl1 PE=1 SV=4
	2
	1.2023
	1.2942
	0.9120
	1.4060
	1.0000
	0.9204
	1.2942
	0.9141238

	393
	3.988000005
	sp|Q60649|CLPB_MOUSE
	Caseinolytic peptidase B protein homolog OS=Mus musculus GN=Clpb PE=1 SV=1
	3
	0.9376
	0.9817
	0.8551
	1.1066
	1.0000
	0.9638
	0.6792
	0.9149190

	901
	6.170000136
	sp|Q91ZP9|NECA2_MOUSE
	N-terminal EF-hand calcium-binding protein 2 OS=Mus musculus GN=Necab2 PE=1 SV=1
	2
	1.0375
	2.3121
	1.4191
	1.4997
	1.0000
	2.4889
	1.5849
	0.9158181

	1606
	5.395999923
	sp|P24668|MPRD_MOUSE
	Cation-dependent mannose-6-phosphate receptor OS=Mus musculus GN=M6pr PE=1 SV=1
	2
	1.0375
	0.8091
	0.8551
	0.8241
	1.0000
	0.5970
	1.1169
	0.9167392

	1333
	2.153000049
	sp|Q641P0|ARP3B_MOUSE
	Actin-related protein 3B OS=Mus musculus GN=Actr3b PE=2 SV=1
	2
	1.3677
	1.8030
	1.2942
	2.0137
	1.0000
	1.2589
	1.5560
	0.9185102

	1025
	2.837000042
	sp|P28740|KIF2A_MOUSE
	Kinesin-like protein KIF2A OS=Mus musculus GN=Kif2a PE=1 SV=2
	2
	0.9727
	0.9120
	1.1066
	0.9817
	1.0000
	1.0568
	0.9727
	0.9185635


	722
	11.85000017
	sp|P47963|RL13_MOUSE
	60S ribosomal protein L13 OS=Mus musculus GN=Rpl13 PE=2 SV=3
	3
	1.3932
	0.2377
	1.4997
	0.8241
	1.0000
	0.3981
	2.1878
	0.9209791

	1052
	7.489000261
	sp|P23506|PIMT_MOUSE
	Protein-L-isoaspartate(D-aspartate) O-methyltransferase OS=Mus musculus GN=Pcmt1 PE=1 SV=3
	2
	0.8472
	0.8872
	0.8954
	0.8166
	1.0000
	0.7870
	0.8790
	0.9215859

	1757
	7.745999843
	sp|Q9CQI3|GMFB_MOUSE
	Glia maturation factor beta OS=Mus musculus GN=Gmfb PE=1 SV=3
	2
	0.8241
	0.6427
	1.3552
	0.5754
	1.0000
	0.8872
	1.2023
	0.9217051

	1434
	5.725000054
	sp|P57759|ERP29_MOUSE
	Endoplasmic reticulum resident protein 29 OS=Mus musculus GN=Erp29 PE=1 SV=2
	2
	0.6138
	0.4875
	0.5861
	0.3767
	1.0000
	0.9290
	0.0555
	0.9218612

	1410
	6.747999787
	sp|Q8C0M9|ASGL1_MOUSE
	Isoaspartyl peptidase/L-asparaginase OS=Mus musculus GN=Asrgl1 PE=1 SV=1
	2
	0.9290
	1.0965
	0.5861
	0.9376
	1.0000
	0.3467
	1.3062
	0.9235482

	1067
	3.203000128
	sp|Q8BUK6|HOOK3_MOUSE
	Protein Hook homolog 3 OS=Mus musculus GN=Hook3 PE=1 SV=2
	3
	0.9727
	1.1169
	0.8954
	1.0375
	1.0000
	0.9638
	0.9550
	0.9237952

	982
	15.10999948
	sp|Q9WUC3|LY6H_MOUSE
	Lymphocyte antigen 6H OS=Mus musculus GN=Ly6h PE=2 SV=2
	2
	1.3305
	1.1482
	1.3305
	1.6596
	1.0000
	0.5916
	1.7061
	0.9286892

	1064
	1.981000043
	sp|P35436|NMDE1_MOUSE
	Glutamate [NMDA] receptor subunit epsilon-1 OS=Mus musculus GN=Grin2a PE=1 SV=2
	3
	1.1588
	1.4060
	1.2474
	1.7701
	1.0000
	1.8707
	0.5808
	0.9293731

	1880
	11.2999998
	sp|P99027|RLA2_MOUSE
	60S acidic ribosomal protein P2 OS=Mus musculus GN=Rplp2 PE=1 SV=3
	3
	0.7798
	0.2228
	0.9908
	0.3837
	1.0000
	0.7311
	0.6310
	0.9317876

	1422
	2.504000068
	sp|Q61036|PAK3_MOUSE
	Serine/threonine-protein kinase PAK 3 OS=Mus musculus GN=Pak3 PE=1 SV=2
	2
	0.8954
	1.0765
	2.3121
	1.8030
	1.0000
	1.5136
	1.5417
	0.9342681

	976
	15.18999934
	sp|Q9D358|PPAC_MOUSE
	Low molecular weight phosphotyrosine protein phosphatase OS=Mus musculus GN=Acp1 PE=1 SV=3
	2
	0.8017
	1.0280
	0.9290
	0.8318
	1.0000
	0.9204
	0.9036
	0.9380237

	1485
	1.876999997
	sp|Q8BXR9|OSBL6_MOUSE
	Oxysterol-binding protein-related protein 6 OS=Mus musculus GN=Osbpl6 PE=2 SV=1
	2
	0.4365
	1.4454
	0.3499
	0.5058
	1.0000
	0.9727
	0.3837
	0.9382770

	669
	2.105999924
	sp|Q68FL6|SYMC_MOUSE
	Methionine--tRNA ligase, cytoplasmic OS=Mus musculus GN=Mars PE=2 SV=1
	2
	0.9204
	1.1803
	1.1588
	0.5546
	1.0000
	1.5704
	1.1376
	0.9384974

	484
	8.422999829
	sp|P26339|CMGA_MOUSE
	Chromogranin-A OS=Mus musculus GN=Chga PE=1 SV=1
	3
	0.8017
	0.2754
	0.8472
	0.8166
	1.0000
	0.3698
	0.4529
	0.9404173

	1145
	1.331999991
	sp|P97393|RHG05_MOUSE
	Rho GTPase-activating protein 5 OS=Mus musculus GN=Arhgap5 PE=2 SV=2
	2
	0.4613
	0.9638
	0.9908
	0.3436
	1.0000
	0.6026
	1.1912
	0.9407005

	1174
	9.926000237
	sp|O88696|CLPP_MOUSE
	Putative ATP-dependent Clp protease proteolytic subunit, mitochondrial OS=Mus musculus GN=Clpp PE=2 SV=1
	2
	0.7112
	1.1272
	0.8017
	0.8166
	1.0000
	0.9817
	0.6792
	0.9417005

	953
	11.72000021
	sp|Q3UIU2|NDUB6_MOUSE
	NADH dehydrogenase [ubiquinone] 1 beta subcomplex subunit 6 OS=Mus musculus GN=Ndufb6 PE=2 SV=3
	2
	0.9462
	1.0765
	0.9908
	0.9908
	1.0000
	0.9638
	1.0765
	0.9421626

	822
	2.871000022
	sp|Q69ZK9|NLGN2_MOUSE
	Neuroligin-2 OS=Mus musculus GN=Nlgn2 PE=1 SV=2
	2
	0.7870
	1.0000
	0.7244
	1.0000
	1.0000
	0.6081
	0.7798
	0.9436655

	451
	2.041999996
	sp|Q9Z0R4|ITSN1_MOUSE
	Intersectin-1 OS=Mus musculus GN=Itsn1 PE=1 SV=2
	4
	0.9462
	0.5916
	0.6668
	0.8872
	1.0000
	0.7112
	0.2805
	0.9446876

	1107
	5.882000178
	sp|Q99J47|DRS7B_MOUSE
	Dehydrogenase/reductase SDR family member 7B OS=Mus musculus GN=Dhrs7b PE=2 SV=1
	3
	0.4966
	1.1169
	1.2823
	0.4966
	1.0000
	1.2942
	0.9908
	0.9461842

	1143
	2.00900007
	sp|A2AJI0|MA7D1_MOUSE
	MAP7 domain-containing protein 1 OS=Mus musculus GN=Map7d1 PE=1 SV=1
	2
	0.4446
	1.0093
	0.6918
	0.6486
	1.0000
	0.6918
	0.5702
	0.9466032

	974
	8.625999838
	sp|Q91YL2|RN126_MOUSE
	RING finger protein 126 OS=Mus musculus GN=Rnf126 PE=1 SV=1
	2
	1.1376
	0.8017
	1.0186
	0.9290
	1.0000
	0.9817
	1.0093
	0.9466811

	572
	2.613000013
	sp|Q9Z1Q9|SYVC_MOUSE
	Valine--tRNA ligase OS=Mus musculus GN=Vars PE=2 SV=1
	3
	0.3837
	0.5058
	0.6982
	0.1380
	1.0000
	0.5495
	0.4920
	0.9467409

	1266
	3.454999998
	sp|Q80XA6|REPS2_MOUSE
	RalBP1-associated Eps domain-containing protein 2 OS=Mus musculus GN=Reps2 PE=1 SV=1
	3
	0.8395
	1.0471
	0.6918
	1.3677
	1.0000
	0.1995
	0.9550
	0.9471343

	273
	2.989000082
	sp|Q99KY4|GAK_MOUSE
	Cyclin-G-associated kinase OS=Mus musculus GN=Gak PE=1 SV=2
	4
	0.7379
	1.1066
	1.3932
	1.5560
	1.0000
	0.9817
	0.8472
	0.9471969

	1794
	4.524999857
	sp|Q9D1C8|VPS28_MOUSE
	Vacuolar protein sorting-associated protein 28 homolog OS=Mus musculus GN=Vps28 PE=2 SV=1
	2
	0.9817
	0.9817
	0.9204
	0.8241
	1.0000
	1.0093
	1.0280
	0.9478109

	1478
	1.762999967
	sp|Q6A065|CE170_MOUSE
	Centrosomal protein of 170 kDa OS=Mus musculus GN=Cep170 PE=1 SV=2
	2
	0.5598
	0.7244
	0.7447
	0.6026
	1.0000
	0.4365
	0.6252
	0.9478665

	336
	9.568999708
	sp|Q99JY9|ARP3_MOUSE
	Actin-related protein 3 OS=Mus musculus GN=Actr3 PE=1 SV=3
	4
	0.8954
	1.0186
	0.9120
	0.9376
	1.0000
	0.8954
	0.9462
	0.9482990

	617
	5.795000121
	sp|Q8BMF3|MAON_MOUSE
	NADP-dependent malic enzyme, mitochondrial OS=Mus musculus GN=Me3 PE=1 SV=2
	4
	1.0864
	1.1169
	1.1912
	1.2134
	1.0000
	1.1912
	1.1376
	0.9506992

	458
	6.730999798
	sp|P31324|KAP3_MOUSE
	cAMP-dependent protein kinase type II-beta regulatory subunit OS=Mus musculus GN=Prkar2b PE=1 SV=3
	3
	2.0324
	1.7378
	1.4859
	1.6293
	1.0000
	2.7542
	1.7378
	0.9522349

	1609
	4.058999941
	sp|Q61074|PPM1G_MOUSE
	Protein phosphatase 1G OS=Mus musculus GN=Ppm1g PE=2 SV=3
	2
	0.9638
	0.9817
	0.2089
	0.2535
	1.0000
	1.4454
	0.2754
	0.9523910

	2118
	5.392000079
	sp|Q99PT1|GDIR1_MOUSE
	Rho GDP-dissociation inhibitor 1 OS=Mus musculus GN=Arhgdia PE=1 SV=3
	2
	0.8872
	0.5012
	0.8954
	0.6486
	1.0000
	0.9908
	0.3532
	0.9534846

	854
	1.774000004
	sp|Q91Z67|SRGP2_MOUSE
	SLIT-ROBO Rho GTPase-activating protein 2 OS=Mus musculus GN=Srgap2 PE=1 SV=2
	2
	1.2706
	1.0000
	1.2474
	0.8551
	1.0000
	1.5276
	1.3552
	0.9546625

	376
	3.322000057
	sp|Q6NS60|FBX41_MOUSE
	F-box only protein 41 OS=Mus musculus GN=Fbxo41 PE=1 SV=3
	3
	1.0000
	1.0568
	0.9817
	1.0000
	1.0000
	1.0186
	1.0280
	0.9557686

	1476
	6.061000004
	sp|Q9CPS6|HINT3_MOUSE
	Histidine triad nucleotide-binding protein 3 OS=Mus musculus GN=Hint3 PE=2 SV=1
	2
	0.7178
	1.0864
	1.0093
	1.0093
	1.0000
	0.7516
	0.9638
	0.9573216

	400
	6.284999847
	sp|P80316|TCPE_MOUSE
	T-complex protein 1 subunit epsilon OS=Mus musculus GN=Cct5 PE=1 SV=1
	3
	1.0765
	1.4454
	1.2474
	0.8872
	1.0000
	1.4454
	1.6444
	0.9599039

	1319
	8.173000067
	sp|Q8CJ61|CKLF4_MOUSE
	CKLF-like MARVEL transmembrane domain-containing protein 4 OS=Mus musculus GN=Cmtm4 PE=2 SV=1
	2
	1.5996
	1.0186
	1.3428
	1.9055
	1.0000
	0.4055
	2.0701
	0.9608791

	1003
	2.005999908
	sp|P39447|ZO1_MOUSE
	Tight junction protein ZO-1 OS=Mus musculus GN=Tjp1 PE=1 SV=2
	3
	0.9120
	0.8630
	0.7047
	0.5808
	1.0000
	1.0765
	0.6792
	0.9623090

	1155
	2.246000059
	sp|O70133|DHX9_MOUSE
	ATP-dependent RNA helicase A OS=Mus musculus GN=Dhx9 PE=1 SV=2
	3
	1.8880
	2.1478
	1.5417
	2.6303
	1.0000
	1.3932
	2.5119
	0.9627183

	570
	6.757000089
	sp|Q99L43|CDS2_MOUSE
	Phosphatidate cytidylyltransferase 2 OS=Mus musculus GN=Cds2 PE=1 SV=1
	3
	0.9204
	1.7061
	1.2023
	1.2706
	1.0000
	1.0093
	1.7701
	0.9636014

	720
	2.882000059
	sp|Q91W50|CSDE1_MOUSE
	Cold shock domain-containing protein E1 OS=Mus musculus GN=Csde1 PE=2 SV=1
	2
	1.0864
	0.8790
	0.9204
	0.9036
	1.0000
	0.9462
	1.0093
	0.9646525

	968
	7.864999771
	sp|Q9JM76|ARPC3_MOUSE
	Actin-related protein 2/3 complex subunit 3 OS=Mus musculus GN=Arpc3 PE=1 SV=3
	3
	0.8166
	1.1066
	0.2168
	1.1066
	1.0000
	0.4365
	0.2512
	0.9661785

	1185
	3.762000054
	sp|Q8VBY2|KKCC1_MOUSE
	Calcium/calmodulin-dependent protein kinase kinase 1 OS=Mus musculus GN=Camkk1 PE=1 SV=1
	2
	0.7047
	1.5996
	0.8241
	0.8091
	1.0000
	1.1482
	1.1695
	0.9668736

	945
	6.996999681
	sp|Q9CZ42|NNRD_MOUSE
	ATP-dependent (S)-NAD(P)H-hydrate dehydratase OS=Mus musculus GN=Carkd PE=1 SV=1
	3
	0.8954
	1.5849
	1.2246
	1.2589
	1.0000
	0.6982
	1.9231
	0.9677675

	841
	4.182000086
	sp|Q8K4Z0|LGI2_MOUSE
	Leucine-rich repeat LGI family member 2 OS=Mus musculus GN=Lgi2 PE=2 SV=1
	3
	0.9204
	0.7586
	0.8017
	0.7516
	1.0000
	0.8790
	0.6607
	0.9680423

	2094
	2.469000034
	RRRRRsp|Q3U0L2|AN33B_MOUSE
	REVERSED Ankyrin repeat domain-containing protein 33B OS=Mus musculus GN=Ankrd33b PE=2 SV=1
	2
	3.2211
	1.2134
	1.0568
	2.6303
	1.0000
	2.8314
	1.0000
	0.9680712

	724
	2.360000089
	sp|P56695|WFS1_MOUSE
	Wolframin OS=Mus musculus GN=Wfs1 PE=1 SV=1
	2
	1.0765
	0.7943
	1.2706
	1.7865
	1.0000
	0.6310
	0.8241
	0.9686626

	1035
	3.782999888
	sp|Q9WTU6|MK09_MOUSE
	Mitogen-activated protein kinase 9 OS=Mus musculus GN=Mapk9 PE=1 SV=2
	3
	0.9638
	1.0765
	0.9376
	1.0093
	1.0000
	1.0000
	0.9550
	0.9692734

	1615
	2.882000059
	sp|Q8R1T1|CHMP7_MOUSE
	Charged multivesicular body protein 7 OS=Mus musculus GN=Chmp7 PE=1 SV=1
	2
	0.8630
	0.9290
	0.5916
	0.8318
	1.0000
	0.8872
	0.4325
	0.9702962

	697
	11.80000007
	sp|P62960|YBOX1_MOUSE
	Nuclease-sensitive element-binding protein 1 OS=Mus musculus GN=Ybx1 PE=1 SV=3
	3
	1.1376
	0.4699
	1.2706
	0.8790
	1.0000
	1.1376
	0.8551
	0.9705898

	991
	6.667000055
	sp|Q9DAW9|CNN3_MOUSE
	Calponin-3 OS=Mus musculus GN=Cnn3 PE=2 SV=1
	2
	0.4169
	0.4920
	0.8472
	0.4325
	1.0000
	0.3698
	0.5702
	0.9707905

	1240
	2.33699996
	sp|O88448|KLC2_MOUSE
	Kinesin light chain 2 OS=Mus musculus GN=Klc2 PE=1 SV=1
	2
	0.9036
	0.8954
	1.0280
	1.2359
	1.0000
	0.8091
	0.7447
	0.9714214

	1182
	1.515999995
	sp|Q62245|SOS1_MOUSE
	Son of sevenless homolog 1 OS=Mus musculus GN=Sos1 PE=1 SV=2
	2
	0.9817
	0.8551
	0.9036
	0.8790
	1.0000
	0.8472
	0.9204
	0.9723719

	442
	2.981000021
	sp|Q80X50|UBP2L_MOUSE
	Ubiquitin-associated protein 2-like OS=Mus musculus GN=Ubap2l PE=1 SV=1
	4
	0.7656
	0.4285
	0.9817
	0.5297
	1.0000
	0.7244
	0.6730
	0.9724146

	672
	5.108999833
	sp|A2A699|F1712_MOUSE
	Protein FAM171A2 OS=Mus musculus GN=Fam171a2 PE=2 SV=1
	3
	1.0864
	0.9550
	0.9036
	0.8790
	1.0000
	1.0471
	1.0093
	0.9738200

	561
	6.982000172
	sp|P46467|VPS4B_MOUSE
	Vacuolar protein sorting-associated protein 4B OS=Mus musculus GN=Vps4b PE=1 SV=2
	3
	0.8091
	0.8710
	0.8395
	0.6730
	1.0000
	1.3677
	0.3532
	0.9746047

	1483
	14.39999938
	sp|Q9CQV1|TIM16_MOUSE
	Mitochondrial import inner membrane translocase subunit TIM16 OS=Mus musculus GN=Pam16 PE=2 SV=1
	2
	0.2606
	1.4060
	1.1695
	1.1695
	1.0000
	1.3677
	0.1905
	0.9758620

	1085
	12.43999973
	sp|Q91W82|UB2E2_MOUSE
	Ubiquitin-conjugating enzyme E2 E2 OS=Mus musculus GN=Ube2e2 PE=2 SV=1
	2
	0.7244
	0.5598
	0.8954
	0.9817
	1.0000
	0.7870
	0.1675
	0.9765480

	1147
	5.350000039
	sp|Q9QY76|VAPB_MOUSE
	Vesicle-associated membrane protein-associated protein B OS=Mus musculus GN=Vapb PE=2 SV=3
	2
	2.3335
	2.1878
	1.7378
	2.0893
	1.0000
	2.3768
	2.9376
	0.9780212

	608
	5.294999853
	sp|Q99KQ4|NAMPT_MOUSE
	Nicotinamide phosphoribosyltransferase OS=Mus musculus GN=Nampt PE=1 SV=1
	3
	0.8318
	0.8395
	0.7112
	1.0965
	1.0000
	0.7656
	0.2911
	0.9793566

	680
	13.72999996
	sp|Q9JKK1|STX6_MOUSE
	Syntaxin-6 OS=Mus musculus GN=Stx6 PE=1 SV=1
	4
	0.9036
	0.6368
	1.0375
	0.7798
	1.0000
	1.0965
	0.5445
	0.9821932

	857
	5.062999949
	sp|Q9WUM4|COR1C_MOUSE
	Coronin-1C OS=Mus musculus GN=Coro1c PE=1 SV=2
	3
	0.9204
	1.9588
	0.9908
	1.5276
	1.0000
	1.1169
	1.4859
	0.9823683

	993
	5.203999951
	sp|O88685|PRS6A_MOUSE
	26S protease regulatory subunit 6A OS=Mus musculus GN=Psmc3 PE=1 SV=2
	3
	1.0280
	1.0280
	1.0666
	1.0864
	1.0000
	1.0280
	1.0471
	0.9847214

	585
	6.679999828
	sp|Q61035|SYHC_MOUSE
	Histidine--tRNA ligase, cytoplasmic OS=Mus musculus GN=Hars PE=2 SV=2
	4
	0.7244
	0.6982
	0.5297
	0.5200
	1.0000
	0.4699
	0.6252
	0.9849490

	1218
	4.038999975
	sp|Q9DBS5|KLC4_MOUSE
	Kinesin light chain 4 OS=Mus musculus GN=Klc4 PE=1 SV=1
	4
	1.3804
	1.1066
	1.7061
	1.3552
	1.0000
	1.5276
	1.6904
	0.9853079

	409
	9.437999874
	sp|P60229|EIF3E_MOUSE
	Eukaryotic translation initiation factor 3 subunit E OS=Mus musculus GN=Eif3e PE=1 SV=1
	4
	0.5495
	1.1376
	0.5546
	0.3076
	1.0000
	1.1066
	0.5546
	0.9860994

	318
	3.178000078
	sp|Q8BHN3|GANAB_MOUSE
	Neutral alpha-glucosidase AB OS=Mus musculus GN=Ganab PE=1 SV=1
	4
	1.0568
	1.4997
	0.9120
	1.2474
	1.0000
	0.8241
	1.5704
	0.9865107

	693
	6.13199994
	sp|Q9JHI5|IVD_MOUSE
	Isovaleryl-CoA dehydrogenase, mitochondrial OS=Mus musculus GN=Ivd PE=1 SV=1
	3
	1.0568
	0.9204
	0.6427
	0.7047
	1.0000
	0.7311
	1.0471
	0.9866402

	1138
	4.857999831
	sp|Q9JLJ2|AL9A1_MOUSE
	4-trimethylaminobutyraldehyde dehydrogenase OS=Mus musculus GN=Aldh9a1 PE=1 SV=1
	3
	0.4055
	0.8710
	1.2706
	0.2754
	1.0000
	1.3183
	0.8241
	0.9875796

	364
	6.493999809
	sp|P80315|TCPD_MOUSE
	T-complex protein 1 subunit delta OS=Mus musculus GN=Cct4 PE=1 SV=3
	4
	0.6730
	0.6546
	0.9036
	0.5152
	1.0000
	0.9204
	0.5495
	0.9880564

	1216
	4.438000172
	sp|Q8K021|SCAM1_MOUSE
	Secretory carrier-associated membrane protein 1 OS=Mus musculus GN=Scamp1 PE=1 SV=1
	2
	1.2246
	0.8395
	0.8166
	0.9204
	1.0000
	1.0666
	0.8472
	0.9899119

	357
	13.28999996
	sp|Q9EPJ9|ARFG1_MOUSE
	ADP-ribosylation factor GTPase-activating protein 1 OS=Mus musculus GN=Arfgap1 PE=1 SV=2
	4
	1.3932
	1.3062
	1.3677
	1.4454
	1.0000
	1.3552
	1.6144
	0.9904940

	932
	3.590999916
	sp|Q9QZF2|GPC1_MOUSE
	Glypican-1 OS=Mus musculus GN=Gpc1 PE=1 SV=1
	2
	1.3932
	1.2942
	1.2942
	1.5417
	1.0000
	0.7178
	2.0324
	0.9907492

	1097
	4.935000092
	sp|Q8VCE1|DJC28_MOUSE
	DnaJ homolog subfamily C member 28 OS=Mus musculus GN=Dnajc28 PE=2 SV=2
	2
	1.4191
	1.1066
	1.4322
	1.3305
	1.0000
	1.7539
	1.2023
	0.9914056

	665
	6.208999828
	sp|O88487|DC1I2_MOUSE
	Cytoplasmic dynein 1 intermediate chain 2 OS=Mus musculus GN=Dync1i2 PE=2 SV=1
	3
	0.7516
	0.7586
	0.5346
	0.8318
	1.0000
	0.4571
	0.4446
	0.9922732

	309
	5.99699989
	sp|Q9CXJ4|ABCB8_MOUSE
	ATP-binding cassette sub-family B member 8, mitochondrial OS=Mus musculus GN=Abcb8 PE=2 SV=1
	4
	1.1482
	1.4859
	1.0765
	0.7516
	1.0000
	1.7539
	1.4322
	0.9935135

	1031
	4.348000139
	sp|Q9R0N0|GALK1_MOUSE
	Galactokinase OS=Mus musculus GN=Galk1 PE=2 SV=1
	2
	1.0093
	1.0280
	1.0375
	1.0965
	1.0000
	1.0471
	0.9550
	0.9941556

	523
	3.426999971
	sp|B1AZP2|DLGP4_MOUSE
	Disks large-associated protein 4 OS=Mus musculus GN=Dlgap4 PE=1 SV=1
	3
	1.3932
	1.0280
	1.5849
	1.8030
	1.0000
	0.7112
	1.8197
	0.9960597

	439
	5.598000064
	sp|O70161|PI51C_MOUSE
	Phosphatidylinositol 4-phosphate 5-kinase type-1 gamma OS=Mus musculus GN=Pip5k1c PE=1 SV=2
	4
	0.8318
	1.2474
	0.7311
	0.9550
	1.0000
	0.5598
	1.2359
	0.9967349

	1101
	1.537999976
	sp|Q4V9Z5|SE6L2_MOUSE
	Seizure 6-like protein 2 OS=Mus musculus GN=Sez6l2 PE=2 SV=1
	2
	1.2023
	1.3062
	1.0568
	1.2706
	1.0000
	1.2134
	1.2706
	0.9983083


Additional File 1: Protein Pilot exported data file in excel format (.xlsx). A spreadsheet of the proteins positively identified by Protein Pilot and the quantification of each protein within the eight iTRAQ labeled samples. Control samples were labeled with 114, 116, 118 and 121 and AVD-deficient samples were labeled with 113, 115, 117 and 119. Control sample 116 was used as the reference sample.

